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BY4741 MATa his leu met15 ura3 [91] 

RAK21799 BY4741 pRS316 [TDH3p-yCLuc-URA3] (YCp21799) [92] 

RAK21803 BY4741 pRS316 [TDH3p-RPS25Ai-yCLuc-URA3] (YCp21803) [92] 

RAK27370 BY4741 pRS316 [TDH3p-hCLuc-URA3] This study 

RAK27375 BY4741 pRS316 [TDH3p-RPA25Ai-hCLuc-URA3] This study 

RAK33066 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] 
(hCLuc+1_100:yCLuc+101_200:hCLuc+201_1662)  This study 

RAK33069 BY4741 pRS316 [TDH3p-CLuc-URA3] 
(hCLuc+1_100:yCLuc+101_200:hCLuc+201_1662)  This study 

RAK33060 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] 
(hCLuc+1_100:yCLuc+101_150:hCLuc+151_1662)  This study 

RAK33063 BY4741 pRS316 [TDH3p-CLuc-URA3] 
(hCLuc+1_100:yCLuc+101_150:hCLuc+151_1662)  This study 

RAK33072 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] 
(hCLuc+1_150:yCLuc+151_200:hCLuc+201_1662)  This study 

RAK33075 BY4741 pRS316 [TDH3p-CLuc-URA3] 
(hCLuc+1_150:yCLuc+151_200:hCLuc+201_1662)  This study 

RAK33273 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] 
(yCLuc+1_100:hCLuc+101_200:hCLuc+201_1663) This study 

RAK33205 BY4741 pRS316 [TDH3p-CLuc-URA3] 
(yCLuc+1_100:hCLuc+101_200:hCLuc+201_1662)  This study 

RAK33275 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] 
(yCLuc+1_100:hCLuc+101_150:hCLuc+151_1663) This study 

RAK33206 BY4741 pRS316 [TDH3p-CLuc-URA3] 
(yCLuc+1_100:hCLuc+101_150:hCLuc+151_1662)   This study 

RAK33277 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] 
(yCLuc+1_150:hCLuc+151_200:hCLuc+201_1663) This study 

RAK33208 BY4741 pRS316 [TDH3p-CLuc-URA3] 
(yCLuc+1_150:hCLuc+151_200:hCLuc+201_1662)  This study 

RAK35006 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T102C,T135A,T138A) This study 

RAK35008 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T102C,T135A,T138G) This study 

RAK35010 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T102C,T135A,T138C) This study 

RAK35012 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T102C,T135G,T138A) This study 

RAK35014 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T102C,T135G,T138G) This study 

RAK35016 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T102C,T135G,T138C) This study 

RAK35018 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T102C,T135C,T138A) This study 

RAK35020 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T102C,T135C,T138G) This study 

RAK35022 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T102C,T135C,T138C) This study 

RAK10470 RAK3908 TF pKM100+ScTDH3p-yRoGLU1 No.4 [80] 

RAK30709 BY4741 pRS316 [TDH3p-yRoGLU1-URA3 ] This study 

RAK30711 BY4741 pRS316 [TDH3p-RPS25Ai-yRoGLU1-URA3 ] This study 

RAK30714 BY4741 pRS316 [TDH3p-RoGLU1-URA3] (mc4+1_300:yRoGLU1+301_1815) This study 
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RAK30715 BY4741 pRS316 [TDH3p-RoGLU1-URA3] (mc6+1_300:yRoGLU1+301_1815) This study 

RAK30716 BY4741 pRS316 [TDH3p-RoGLU1-URA3] (mc7+1_300:yRoGLU1+301_1815) This study 

RAK30717 BY4741 pRS316 [TDH3p-RoGLU1-URA3] (mc8+1_300:yRoGLU1+301_1815) This study 

RAK30719 BY4741 pRS316 [TDH3p-RoGLU1-URA3] (mc15+1_300:yRoGLU1+301_1815) This study 

RAK30725 BY4741 pRS316 [TDH3p-RoGLU1-URA3] (mc8+1_250:yRoGLU1+251_1815) This study 

RAK30726 BY4741 pRS316 [TDH3p-RoGLU1-URA3] (mc8+1_200:yRoGLU1+201_1815) This study 

RAK30727 BY4741 pRS316 [TDH3p-RoGLU1-URA3] (mc8+1_150:yRoGLU1+151_1815) This study 

RAK30728 BY4741 pRS316[TDH3p-RoGLU1-URA3] (mc8+1_100:yRoGLU1+101_1815) This study 

RAK30729 BY4741 pRS316 [TDH3p-RoGLU1-URA3] (mc8+1_50:yRoGLU1+51_1815) This study 

RAK30730 BY4741 pRS316 [TDH3p-RoGLU1-URA3] 
(yRoGLU1+1_18:mc8+19_51:yRoGLU1+52_1815) This study 

RAK30731 BY4741 pRS316 [TDH3p-RoGLU1-URA3] 
(yRoGLU1+1_36:mc8+37_51:yRoGLU1+52_1815) This study 

RAK30733 BY4741 pRS316 [TDH3p-RoGLU1-URA3] 
(yRoGLU1+1_36:mc4+37_51:yRoGLU1+52_1815) This study 

RAK30734 BY4741 pRS316 [TDH3p-RoGLU1-URA3] 
(yRoGLU1+1_36:mc6+37_51:yRoGLU1+52_1815) This study 

RAK30735 BY4741 pRS316 [TDH3p-RoGLU1-URA3] 
(yRoGLU1+1_36:mc7+37_51:yRoGLU1+52_1815) This study 

RAK30737 BY4741 pRS316 [TDH3p-RoGLU1-URA3] 
(yRoGLU1+1_36:mc15+37_51:yRoGLU1+52_1815) This study 

RAK36324 BY4741 pRS316 [TDH3p-RPS25Ai-RoGLU1-URA3] 
(yRoGLU1+1_36:mc8+37_51:yRoGLU1+52_1815) This study 

RAK36309 BY4741 pRS316 [TDH3p-RPS25Ai-RoGLU1-URA3] 
(yRoGLU1+1_36:mc4(mc6)+37_51:yRoGLU1+52_1815) This study 

RAK36312 BY4741 pRS316 [TDH3p-RPS25Ai-RoGLU1-URA3] 
(yRoGLU1+1_36:mc7+37_51:yRoGLU1+52_1815) This study 

RAK36321 BY4741 pRS316 [TDH3p-RPS25Ai-RoGLU1-URA3] 
(yRoGLU1+1_36:mc15+37_51:yRoGLU1+52_1815) This study 

RAK35698 BY4741 pRS316 [TDH3p-TTGGTCTTG-RoGLU1-
URA3](yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35699 BY4741 pRS316 [TDH3p-CTCGTTCTA-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35700 BY4741 pRS316 [TDH3p-RPS25Ai-TTGGTCTTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815)Ai This study 

RAK35701 BY4741 pRS316 [TDH3p-RPS25Ai-CTCGTTCTA-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35906 BY4741 pRS316 [TDH3p-TTGGTCTT-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35907 BY4741 pRS316 [TDH3p-TTGGTCT-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35908 BY4741 pRS316 [TDH3p-TTGGTC-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35909 BY4741 pRS316 [TDH3p-TTGGT-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35910 BY4741 pRS316 [TDH3p-GGTCTTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35911 BY4741 pRS316 [TDH3p-TCTTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35912 BY4741 pRS316 [TDH3p-CTTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 
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RAK35913 BY4741 pRS316 [TDH3p-TTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35897 BY4741 pRS316 [TDH3p-CTGGTCTTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35898 BY4741 pRS316 [TDH3p-TAGGTCTTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35899 BY4741 pRS316 [TDH3p-TTAGTCTTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35900 BY4741 pRS316 [TDH3p-TTGATCTTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35901 BY4741 pRS316 [TDH3p-TTGGACTTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35902 BY4741 pRS316 [TDH3p-TTGGTATTG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35903 BY4741 pRS316 [TDH3p-TTGGTCATG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35904 BY4741 pRS316 [TDH3p-TTGGTCTAG-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35905 BY4741 pRS316 [TDH3p-TTGGTCTTA-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35914 BY4741 pRS316 [TDH3p-TCTT-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35915 BY4741 pRS316 [TDH3p-RPS25Ai-TCTT-RoGLU1-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35996 BY4741 pRS316 [TDH3p-TCTT-hCLuc]  This study 

RAK36038 BY4741 pRS316 [TDH3p-RPS25Ai-TCTT-hCLuc]  This study 

RAK36026 BY4741 pRS316 [TDH3p-TCcT-hCLuc] No1 This study 

RAK38233 BY4741 pRS316 [TDH3p-RPS25Ai-TCcT-hCLuc] No1 This study 

RAK36446 BY4741 pRS316 [TDH3p-TCTT-AaBGL1-URA3] No1 This study 

RAK36449 BY4741 pRS316 [TDH3p-RPS25Ai-TCTT-AaBGL1-URA3] No1 This study 

RAK36342 BY4741 pRS316 [TDH3p-RoGLU1-URA3] 40_48CTCGTCTTA No1 This study 

RAK36345 BY4741 pRS316 [TDH3p-RPS25Ai-RoGLU1-URA3] 40_48CTCGTCTTA No1 This study 

RAK36178 BY4741 pRS316 [TDH3-TCTT-KmBGA1mc21-URA3] No1 This study 

RAK36169 BY4741 pRS316 [TDH3p-KmBGA1mc21(C6T)-URA3] No1 This study 

RAK36184 BY4741 pRS316 [TDH3-TCTT-KmBGA1mc21(C6T)-URA3] No1 This study 

RAK36187 BY4741 pRS316 [TDH3-TCTT-RPS25Ai-KmBGA1mc21(C6T)-URA3] No1 This study 

RAK36912 ubc4::KanMX pRS316-GAL10 No1 This study 

RAK36584 ubc4::KanMX pRS316 [UBC4(-1000_+542)-URA3] No1 This study 

RAK36587 ubc4::KanMX pRS316 [UBC4(-1000_+542)intromdel-URA3] No1 This study 

RAK37041 ubc4::KanMX pRS316 [UBC4(-1000_+542)(T6C)-URA3] No1 This study 

RAK37047 ubc4::KanMX pRS316 [UBC4(-1000_+542)(T6C)intromdel-URA3] No1 This study 

RAK37029 ubc4::KanMX pRS316 [UBC4(-1000_+542)(T9C)-URA3] No1 This study 

RAK37032 ubc4::KanMX pRS316 [UBC4(-1000_+542)(T9C)intromdel-URA3] No1 This study 

RAK33104 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] 
(yCLuc+1_1200:hCLuc+1201_1662) This study 
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RAK33105 BY4741 pRS316 [TDH3p-CLuc-URA3] (yCLuc+1_1200:hCLuc+1201_1662) This study 

RAK33102 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] (yCLuc+1_400:hCLuc+401_1662) This study 

RAK33103 BY4741 pRS316 [TDH3p-CLuc-URA3] (yCLuc+1_400:hCLuc+401_1662) This study 

RAK33096 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] (yCLuc+1_201:hCLuc+202_1662) This study 

RAK33097 BY4741 pRS316 [TDH3p-CLuc-URA3] (yCLuc+1_201:hCLuc+202_1662) This study 

RAK33094 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] (yCLuc+1_150:hCLuc+151_1662) This study 

RAK33095 BY4741 pRS316 [TDH3p-CLuc-URA3] (yCLuc+1_150:hCLuc+151_1662) This study 

RAK33092 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] (yCLuc+1_100:hCLuc+101_1662) This study 

RAK33093 BY4741 pRS316 [TDH3p-CLuc-URA3] (yCLuc+1_100:hCLuc+101_1662) This study 

RAK33090 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] (yCLuc+1_51:hCLuc+52_1662) This study 

RAK33091 BY4741 pRS316 [TDH3p-CLuc-URA3] (yCLuc+1_51:hCLuc+52_1662) This study 

RAK33078 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] (hCLuc+1_30:yCLuc+31_1662) This study 

RAK33079 BY4741 pRS316 [TDH3p-CLuc-URA3] (hCLuc+1_30:yCLuc+31_1662) This study 

RAK33082 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] (hCLuc+1_90:yCLuc+91_1662) This study 

RAK33083 BY4741 pRS316 [TDH3p-CLuc-URA3] (hCLuc+1_90:yCLuc+91_1662) This study 

RAK33084 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] (hCLuc+1_120:yCLuc+121_1662) This study 

RAK33085 BY4741 pRS316 [TDH3p-CLuc-URA3] (hCLuc+1_120:yCLuc+121_1662) This study 

RAK33202 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] (hCLuc+1_150:yCLuc+151_1662) This study 

RAK33201 BY4741 pRS316 [TDH3p-CLuc-URA3] (hCLuc+1_150:yCLuc+151_1662) This study 

RAK33204 BY4741 pRS316 [TDH3p-RPS25Ai-CLuc-URA3] (hCLuc+1_200:yCLuc+201_1662) This study 

RAK33203 BY4741 pRS316 [TDH3p-CLuc-URA3] (hCLuc+1_200:yCLuc+201_1662) This study 

RAK35024 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLucT102C) This study 

RAK35026 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLucT135A) This study 

RAK35028 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLucT135G) This study 

RAK35030 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLucT138A) This study 

RAK35032 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLucT138G) This study 

RAK35034 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T135A,T138A) This study 

RAK35036 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T135A,T138G) This study 

RAK35038 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T135A,T138C) This study 

RAK35040 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T135G,T138A) This study 

RAK34229 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T135G,T138G) This study 

RAK34232 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T135G,T138C) This study 

RAK34235 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T135C,T138A) This study 

RAK34238 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T135C,T138G) This study 

RAK34241 BY4741 pRS316 [TDH3p-yCLuc-URA3] (yCLuc:T135C,T138C) This study 
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RAK3605 DMKU3-1042 URA3 [93] 

RAK35138 BY4741 pRS316 [TDH3p-RPS25Ai-KmBGA1-URA3]  This study 

RAK35141 BY4741 pRS316 [TDH3p-KmBGA1-URA3]  This study 

RAK35942 BY4741 pRS316 [TDH3p-KmBGA1mc21-URA3]  This study 

RAK35939 BY4741 pRS316 [TDH3p-RPS25Ai-KmBGA1mc21-URA3]  This study 

RAK35945 BY4741 pRS316 [TDH3p-KmBGA1-URA3] (mc2+1_250;KmBGA1+251_300)  This study 

RAK35948 BY4741 pRS316 [TDH3p-KmBGA1-URA3] (mc2+1_200;KmBGA1+201_300)  This study 

RAK35951 BY4741 pRS316 [TDH3p-KmBGA1-URA3] (mc2+1_150;KmBGA1+151_300)  This study 

RAK35954 BY4741 pRS316 [TDH3p-KmBGA1-URA3] (mc2+1_100;KmBGA1+101_300)  This study 

RAK35957 BY4741 pRS316 [TDH3p-KmBGA1-URA3] (mc2+1_50;KmBGA1+51_300)  This study 

RAK35960 BY4741 pRS316 [TDH3p-KmBGA1-URA3] (mc2+1_40;KmBGA1+41_300)  This study 

RAK35963 BY4741 pRS316 [TDH3p-KmBGA1-URA3] (mc2+1_19;KmBGA1+20_300)  This study 

RAK35966 BY4741 pRS316 [TDH3p-KmBGA1-URA3] (mc2+1_9;KmBGA1+10_300)  This study 

RAK35969 BY4741 pRS316 [TDH3p-KmBGA1-URA3] (mc2+1_6;KmBGA1+7_300)  This study 

RAK35702 BY4741 pRS316 [TDH3p-RoGLU1-TTGGTCTTG-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35703 BY4741 pRS316 [TDH3p-RoGLU1-CTCGTTCTA-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1815) This study 

RAK35704 BY4741 pRS316 [TDH3p-RoGLU1-TTGGTCTTGTAA-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1812) This study 

RAK35705 BY4741 pRS316 [TDH3p-RoGLU1-CTCGTTCTATAA-URA3] 
(yRoGLU1+1_39:mc8+40_48:yRoGLU1+49_1812) This study 

RAK36002 BY4741 pRS316 [TDH3p-aCTT-hCLuc]  This study 

RAK36005 BY4741 pRS316 [TDH3p-gCTT-hCLuc]  This study 

RAK36008 BY4741 pRS316 [TDH3p-cCTT-hCLuc]  This study 

RAK36011 BY4741 pRS316 [TDH3p-TaTT-hCLuc]  This study 

RAK36014 BY4741 pRS316 [TDH3p-TtTT-hCLuc]  This study 

RAK36017 BY4741 pRS316 [TDH3p-TgTT-hCLuc]  This study 

RAK36020 BY4741 pRS316 [TDH3p-TCaT-hCLuc]  This study 

RAK36023 BY4741 pRS316 [TDH3p-TCgT-hCLuc]  This study 

RAK36029 BY4741 pRS316 [TDH3p-TCTc-hCLuc]  This study 

RAK36032 BY4741 pRS316 [TDH3p-TCTg-hCLuc]  This study 

RAK36035 BY4741 pRS316 [TDH3p-TCTc-hCLuc]  This study 

RAK36041 BY4741 pRS316 [TDH3p-RPS25Ai-cCTT-hCLuc]  This study 

RAK36044 BY4741 pRS316 [TDH3p-RPS25Ai-TCgT-hCLuc]  This study 

RAK36047 BY4741 pRS316 [TDH3p-RPS25Ai-TCTc-hCLuc]  This study 

RAK36193 BY4741 pRS316 [TDH3p-KmBGA1mc21(C6T)-URA3] 
(mc2+1_250;KmBGA1+251_300)  This study 



15 

RAK36196 BY4741 pRS316 [TDH3p-KmBGA1mc21(C6T)-URA3] 
(mc2+1_200;KmBGA1+201_300)  This study 

RAK36199 BY4741 pRS316 [TDH3p-KmBGA1mc21(C6T)-URA3] 
(mc2+1_150;KmBGA1+151_300)  This study 

RAK36202 BY4741 pRS316 [TDH3p-KmBGA1mc21(C6T)-URA3] 
(mc2+1_100;KmBGA1+101_300)  This study 

RAK36205 BY4741 pRS316 [TDH3p-KmBGA1mc21(C6T)-URA3] 
(mc2+1_50;KmBGA1+51_300)  This study 

RAK21140 MATa/MAT ura3 LYS4/ura3 LYS4 HIS3/his3 lys4/lys4 cir0 [94] 

RAK22714 -srlAp-eEmRFP [95] 

RAK17606 MATa/MAT ura3::LYS4/ura3::LYS4 his3/his3 lys4/lys4 2µp [Dprotein-TDH3p-
yEmRFP-URA3c-REP2c-FLP1-REP1c] #1 [94] 

RAK26352 BY4743 cir0 YHp [TDH3p-eEmRFP-SVpA-EcOri-AmpR-CMVp-srlAp-URA3]  This study 

RAK28849 MATa/MAT  his his lue2 leu2 met15 MET15 LYS2/lys2
ura3 ura3  (BY4743 cir0) This study 

RAK33791 BY4743 cir0 YHp [TDH3p-yCLuc- SVpA-EcOri-AmpR-CMVp-srlAp-URA3]  
(YHp-yCLuc) This study 

RAK33792 BY4743 cir0 YHp [TDH3p-hCLuc- SVpA-EcOri-AmpR-CMVp-srlAp-URA3] 
(YHp-hCLuc) This study 

RAK33793 BY4743 cir0 YHp [TDH3p-eCLuc- SVpA-EcOri-AmpR-CMVp-srlAp-URA3] 
(YHp-eCLuc) This study 
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BY4741 MATa [91] 

RAK5125  MATa p-yGLuc-15c-LEU2 [80] 

RAK7143 No intron MATa
p-yCLuc-URA3 [81] 

RAK8424 
MATa

p-RPS25Ai-yCLuc-
URA3

[81] 

RAK16930 TAN1i MATa p-TAN1i-yCLuc-
URA3 This study 

RAK16933 AML1i MATa p-AML1i-yCLuc-
URA3 This study 

RAK16936 QCR10i MATa p-QCR10i-yCLuc-
URA3 This study 

RAK16939 DID4i MATa p-DID4i-yCLuc-
URA3 This study 

RAK16942 RUB1i MATa p-RUB1i-yCLuc-
URA3 This study 

RAK16945 POP8i MATa p-POP8i-yCLuc-
URA3 This study 

RAK16948 AIM1i MATa p-AIM11i-yCLuc-
URA3 This study 

RAK16951 PCC1i MATa p-PCC1i-yCLuc-
URA3 This study 

RAK16957 ATGd (21a) MATa p-QCR10iATGd-
yCLuc-URA3 This study 

RAK16966 MATa p-POP8iATGd-
yCLuc-URA3 This study 

RAK16972 MATa p-PCC1iATGd-
yCLuc-URA3 This study 

RAK16978 MATa p-AML1 -
yCLuc-URA3 This study 

RAK16990 MATa p-
POP8iATGd5 ca-yCLuc-URA3 This study 

RAK16996 MATa p-
PCC1iATGd5 ca-yCLuc-URA3 This study 

RAK16981 ATGd5ca MATa p-
QCR10 -yCLuc-URA3 This study 

RAK19693 7-16d MATa p-QCR10i7-16d-
yCLuc-URA3 This study 

RAK19696 7-26d MATa p-QCR10i7-26d-
yCLuc-URA3 This study 

RAK19699 7-36d MATa p-QCR10i7-36d-
yCLuc-URA3 This study 

RAK19702 7-43d MATa p-QCR10i7-43d-
yCLuc-URA3 This study 

RAK21799 No intron 
MATa  YCp[TDH3p-yCLuc-
URA3] YC21799 This study 

RAK21803
MATa   pRS316 [TDH3p-
RPS25Ap-yCLuc-URA3] YCp21803 This study 

RAK25787 m51-58atx4 MATa p-QCR10im51-
58atx4-yCLuc-URA3 This study 

RAK25790 m51-58rand MATa p-QCR10im51-
58rand-yCLuc-URA3 This study 
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RAK25796 MATa p-QCR10im5 Ga-
yCLuc-URA3 This study 

RAK25796 mBPt MATa p-QCR10imBPt-
yCLuc-URA3 This study 

RAK25799 m3tG MATa p-QCR10im3 tG-
yCLuc-URA3 This study 

RAK25802 m3Ac MATa p-QCR10im3 Ac-
yCLuc-URA3 This study 

RAK25805 m5a6a MATa p-QCR10im5 a-
yCLuc-URA3 This study 

RAK25808 m3-6c MATa p-QCR10im5 c4-
yCLuc-URA3 This study 

RAK25814 m51-58c MATa p-QCR10im51-
58c-yCLuc-URA3 This study 

RAK25820 m51-58comp MATa p-QCR10im51-
58comp-yCLuc-URA3 This study 

RAK25823 m3 tc MATa p-QCR10im3 tc-
yCLuc-URA3 This study 

RAK25829 m3-6tata MATa p-QCR10 -
yCLuc-URA3 This study 

RAK28092 m51-52d MATa p-QCR10i7-43d51-
52d-yCLuc-URA3 This study 

RAK28095 m51-54d MATa p-QCR10i7-43d51-
54d-yCLuc-URA3 This study 

RAK28098 m51-56d MATa p-QCR10i7-43d51-
56d-yCLuc-URA3 This study 

RAK28101 m51-58d MATa p-QCR10i7-43d51-
58d-yCLuc-URA3 This study 

RAK28104 m51-60d MATa p-QCR10i7-43d51-
60d-yCLuc-URA3 This study 

RAK28113 7-44d MATa p-QCR10i7-44d-
yCLuc-URA3 This study 

RAK28115 7-45d MATa p-QCR10i7-45d-
yCLuc-URA3 This study 

RAK28117 7-46d MATa p-QCR10i7-46d-
yCLuc-URA3 This study 

RAK28120 7-47d MATa p-QCR10i7-47d-
yCLuc-URA3 This study 

RAK28123 7-48d MATa p-QCR10i7-48d-
yCLuc-URA3 This study 

RAK28719 ATGd5a6a MATa p-QCR10i-
-yCLuc-URA3 This study 

RAK28722 ATGd3-6c MATa p-QCR10i-
-yCLuc-URA3 This study 

RAK28725 ATGdBPt MATa p-QCR10i-
ATGdBPt-yCLuc-URA3 This study 

RAK28728 ATGd3 Ac MATa p-QCR10i-
-yCLuc-URA3 This study 

RAK33186 ATGd3 tG MATa p-QCR10i-
-yCLuc-URA3 This study 

RAK28734 ATGd51_58c MATa p-QCR10i-
ATGd51_58c-yCLuc-URA3 This study 

RAK28737 ATGd59a61a MATa p-QCR10i-
ATGd3 aaa-yCLuc-URA3 This study 

RAK28743 ATGd51_52d MATa p-QCR10i-
ATGd51_52d-yCLuc-URA3 This study 

RAK28749 ATGd51_54d MATa p-QCR10i-
ATGd51_54d-yCLuc-URA3 This study 
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RAK29290
C. viswanathii 
QCR10i Sc-type 
BPS

MATa   pRS316 [TDH3p-
CvQCR10iScBP-yCLuc] This study 

RAK29427
O. Polymorpha 
QCR10i Sc-type 
BPS

MATa   pRS316 [TDH3p-
OpQCR10iScBP-yCLuc] This study 

RAK29442 S. pombe QCR10i 
5-6t

MATa   pRS316 [TDH3p-
SpQCR10i25 -6t-yCLuc] This study 

RAK29445 S. pombe QCR10i 
5-46t

MATa   pRS316 [TDH3p-
SpQCR10i25 -46t-yCLuc] This study 

RAK29451 S. pombe QCR10i 
5-6t ScBP

MATa   pRS316 [TDH3p-
SpQCR10i25 -6tScBP-yCLuc] This study 

RAK29454 S. pombe QCR10i 
5-46t ScBP

MATa   pRS316 [TDH3p-
SpQCR10i25 -46tScBP-yCLuc] This study 

RAK31961 O. polymorpha 
QCR10i

MATa   pRS316 [TDH3p-
OpQCR10i-yCLuc] This study 

RAK31963 Saccharomyces 
cerevisiae QCR10i

MATa   pRS316 [TDH3p-
ScQCR10i-yCLuc] This study 

RAK31964 D. melanogaster 
QCR10i

MATa   pRS316 [TDH3p-
DmQCR10i-yCLuc] This study 

RAK31965 S. pombe QCR10i MATa   pRS316 [TDH3p-
SpQCR10i2-yCLuc] This study 

RAK31966 C. viswanathii 
QCR10i

MATa   pRS316 [TDH3p-
CvQCR10i-yCLuc] This study 

RAK31967 D. hansenii QCR10i MATa   pRS316 [TDH3p-
DhQCR10i-yCLuc] This study 

RAK31968 K. phaffii QCR10i MATa   pRS316 [TDH3p-
PpQCR10i-yCLuc] This study 

RAK31969
D. melanogaster 
QCR10i Sc-type-
BPS

MATa   pRS316 [TDH3p-
DmQCR10iScBP-yCLuc] This study 

RAK31970 S. pombe QCR10i 
Sc-type-BPS

MATa   pRS316 [TDH3p-
SpQCR10i2ScBP-yCLuc] This study 

RAK31971 K. phaffii QCR10i 
Sc-type-BPS

MATa   pRS316 [TDH3p-
PpQCR10iScBP-yCLuc] This study 

RAK31972 S. pombe QCR10i 
Sc-type-BPS

MATa   pRS316 [TDH3p-
SpQCR10i25 -4t-yCLuc] This study 

RAK31973 S. pombe QCR10i 
Sc-type-BPS

MATa   pRS316 [TDH3p-
SpQCR10i25 -4tScBP-yCLuc] This study 

RAK32849 TAN1i WT MATa   pRS316 [TDH3p-TAN1i-
yCLuc-URA3] This study 

RAK32852 AML1i WT MATa   pRS316 [TDH3p-AML1i -
yCLuc-URA3] This study 

RAK32855 QCR10i WT MATa   pRS316 [TDH3p-
QCR10i-yCLuc-URA3] This study 

RAK32862 DID4i WT MATa   pRS316 [TDH3p-DID4i-
yCLuc-URA3] This study 

RAK32865 RUB1i WT MATa   pRS316 [TDH3p-RUB1i-
yCLuc-URA3] This study 

RAK32873 POP8i WT MATa   pRS316 [TDH3p-POP8i-
yCLuc-URA3] This study 

RAK32876 AIM11i WT MATa   pRS316 [TDH3p-AIM11i-
yCLuc-URA3] This study 

RAK32879 PCC1 WT MATa   pRS316 [TDH3p-PCC1-
yCLuc-URA3] This study 

RAK33036 TAN1iT4a7_36d MATa   pRS316 [TDH3p-
TAN1iT4a7_36d-yCLuc-URA3] This study 

RAK33039 AML1i7_37d MATa   pRS316 [TDH3p-
AML1i7_37d-yCLuc-URA3] This study 
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RAK33042 QCR10i7_43d MATa   pRS316 [TDH3p-
QCR10i7_43d-yCLuc-URA3] This study 

RAK33045 DID4iT4a7_40d MATa   pRS316 [TDH3p-
DID4iT4a7_40d-yCLuc-URA3] This study 

RAK33048 RUB1iT4a7_55d MATa   pRS316 [TDH3p-
RUB1iT4a7_55d-yCLuc-URA3] This study 

RAK33051 POP8iT4a7_50d MATa   pRS316 [TDH3p-
POP8iT4a7_50d-yCLuc-URA3] This study 

RAK33054 AIM11iT4a7_50d MATa   pRS316 [TDH3p-
AIM11iT4a7_50d-yCLuc-URA3] This study 

RAK33057 PCC17_36d MATa   pRS316 [TDH3p-
PCC17_36d-yCLuc-URA3] This study 

RAK33210 TAN1iT4a MATa   pRS316 [TDH3p-
TAN1iT4A-yCLuc-URA3] This study 

RAK33213 DID4iT4a MATa   pRS316 [TDH3p-
DID4iT4A-yCLuc-URA3] This study 

RAK33216 POP8iT4a MATa   pRS316 [TDH3p-
POP8iT4A-yCLuc-URA3] This study 

RAK33219 RUB1iT4a MATa   pRS316 [TDH3p-
RUB1iT4A-yCLuc-URA3] This study 

RAK33222 AIM11iT4a MATa   pRS316 [TDH3p-
AIM11iT4A-yCLuc-URA3] This study 

RAK33651 ATGd3 Ac-yCG6A MATa p-
QCR10iATGd3 Ac-yCLuc-G6A-URA3 This study 

RAK33679 ATGd3 tG-yCG6A MATa p-
QCR10iATGd3 tG-yCLuc-G6A-URA3 This study 

RAK36627 ATGd8_10a MATa p-
QCR10iATGd8_10aaa-yCLuc-URA3 This study 

RAK36629 MATa p-
QCR10iATGd5 ca8_10aaa-yCLuc-URA3 This study 

RAK34354 m51-61d MATa p-QCR10i7-43d51-
61d-yCLuc-URA3 This study 

RAK34356 m51-62d MATa p-QCR10i7-43d51-
62d-yCLuc-URA3 This study 

RAK34358 m51-63d MATa p-QCR10i7-43d51-
63d-yCLuc-URA3 This study 
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DNA DNA DNA
DNA DNA

DNA

- - 1 TDH3-1c TTTGTTTGTTTATGTGTGTTTATTCGAAACTAA
GTTCTTGGTGTTTTAAAACTAAAAAAA  -

- - 2 RPS25Ai-1c gatttattaaatgttctatgataaagtaaa  -

- - 3 URA3+650 ATAGAACCGTGGATGATGTGGTCTC  -

- - 4 TDH3-133 GACGGTAGGTATTGATTGTAATTCTG  -

- - 5 15c-URA3-223(3) CCCCCCCCCCCCCCCaagcttttcaattcatctttttttttttt
g  -

- - 6 URA3+771c ttcccagcctgcttttctgtaacgttcacc  -

- - 7 URA3+880c gtaataactgatataattaaattgaagctc  -

- - 8 URA3-223(30) TTTTCAATTCAATTCATCATTTTTTTTTTA  -

- - 9 TDH3-100_70 ATTTCTTAAACTTCTTAAATTCTACTTTTA  -

RAK21799 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ] (YCp21799) - - [92]

RAK21803 BY4741 pRS316 [TDH3 p-RPS25A i-yCLuc -URA3 ]
(YCp21803) - - [92]

RAK27370 BY4741 pRS316 [TDH3 p-hCLuc -URA3 ] 10 TDH3-40-hCLuc+1 caagaacttagtttcgaataaacacacataaacaaacaaaAT
GAAGACCTTAATTCTTGCCGTTG

RAK27375 BY4741 pRS316 [TDH3 p-RPA25A i-hCLuc -URA3 ] 11 RPS25Ai-40-Cluc+1 GTTTTTACTTTTTACTTTATCATAGAACATTTA
ATAAATCatgaagaccttaattcttgccgttg

RAK33066 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(hCLuc +1_100:yCLuc +101_200:hCLuc +201_1662) 12 hCLuc+70(30)-yCLuc+100 GAACCTGATCCACCAAACACAGTTCCAACTtct

tgtgaagctaaagaaggtgaat

RAK33069 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(hCLuc +1_100:yCLuc +101_200:hCLuc +201_1662) 13 hCLuc+99c AGTTGGAACTGTGTTTGGTGGATCA

RAK33060 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(hCLuc +1_100:yCLuc +101_150:hCLuc +151_1662) - - -

RAK33063 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(hCLuc +1_100:yCLuc +101_150:hCLuc +151_1662) - - -

DNA
: RAK10920

: 10, 11/7

DNA
 RAK21799, RAK21803

: 1, 2/3

: BY4741

DNA
: RAK33094, RAK33096

: 12/7

DNA
: RAK27375, RAK27370

: 13/3

: BY4741
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RAK33072 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(hCLuc +1_150:yCLuc +151_200:hCLuc +201_1662) 14 hCLuc+121(30)-yCLuc+151 GAATGTATTGATAGCAGCTGTGGCACCTGCac

cagggacatattgtctgacggtt

RAK33075 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(hCLuc +1_150:yCLuc +151_200:hCLuc +201_1662) 15 hCLuc+150c GCAGGTGCCACAGCTGCTATCAATA

RAK33273 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(yCLuc +1_100:hCLuc +101_200:hCLuc +201_1663) 16 yCLuc+70(30)-hCLuc+100 gaaccagacccaccgaacactgtccctaccTCCTGTGAA

GCTAAAGAAGGAGAAT

RAK33205 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(yCLuc +1_100:hCLuc +101_200:hCLuc +201_1662) 17 yCLuc+99c ggtagggacagtgttcggtgggtct

RAK33275 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(yCLuc +1_100:hCLuc +101_150:hCLuc +151_1663) - - -

RAK33206 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(yCLuc +1_100:hCLuc +101_150:hCLuc +151_1662) - - -

RAK33277 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(yCLuc +1_150:hCLuc +151_200:hCLuc +201_1663) 18 yCLuc+121(30)-hCLuc+151 gaatgtatcgattcttcttgtggtacttgtACGAGAGACATAC

TATCAGATGGAC

RAK33208 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(yCLuc +1_150:hCLuc +151_200:hCLuc +201_1662) 19 yCLuc+150c ACAAGTACCACAAGAAGAATCGATA

- - 20 yCLuc+130c CGATACATTCACCTTCTTTAGCTTC

RAK35006 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T102C,T135A,T138A) 21 yCLuc+106_169(135A138A) GAAGCTAAAGAAGGTGAATGTATCGATTCaTC

aTGTGGTACTTGTACCAGGGACATATTGTCTG

RAK35008 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T102C,T135A,T138G) 22 yCLuc+106_169(135A138G) GAAGCTAAAGAAGGTGAATGTATCGATTCaTC

gTGTGGTACTTGTACCAGGGACATATTGTCTG

RAK35010 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T102C,T135A,T138C) 23 yCLuc+106_169(135A138C) GAAGCTAAAGAAGGTGAATGTATCGATTCaTC

cTGTGGTACTTGTACCAGGGACATATTGTCTG

RAK35012 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T102C,T135G,T138A) 24 yCLuc+106_169(135G138A) GAAGCTAAAGAAGGTGAATGTATCGATTCgTC

aTGTGGTACTTGTACCAGGGACATATTGTCTG

RAK35014 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T102C,T135G,T138G) 25 yCLuc+106_169(135G138G) GAAGCTAAAGAAGGTGAATGTATCGATTCgTC

gTGTGGTACTTGTACCAGGGACATATTGTCTG

DNA
: RAK33096

: 14/7

DNA
: RAK27375, RAK27370

: 15/3

: BY4741

DNA
:RAK33202, RAK33204

: 16/7

DNA
: RAK21799, RAK21803

: 17/3

: BY4741

DNA
: RAK33204

: 18/7

DNA
: RAK21799, RAK21803

: 19/3

: BY4741

DNA
: RAK35024

: 21, 22, 23, 24, 25, 26, 27, 28, 29/7

DNA
: RAK21799

: 20/3
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RAK35016 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T102C,T135G,T138C) 26 yCLuc+106_169(135G138C) GAAGCTAAAGAAGGTGAATGTATCGATTCgTC

cTGTGGTACTTGTACCAGGGACATATTGTCTG

RAK35018 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T102C,T135C,T138A) 27 yCLuc+106_169(135C138A) GAAGCTAAAGAAGGTGAATGTATCGATTCcTC

aTGTGGTACTTGTACCAGGGACATATTGTCTG

RAK35020 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T102C,T135C,T138G) 28 yCLuc+106_169(135C138G) GAAGCTAAAGAAGGTGAATGTATCGATTCcTC

gTGTGGTACTTGTACCAGGGACATATTGTCTG

RAK35022 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T102C,T135C,T138C) 29 yCLuc+106_169(135C138C) GAAGCTAAAGAAGGTGAATGTATCGATTCcTC

cTGTGGTACTTGTACCAGGGACATATTGTCTG

RAK10470 RAK3908 TF pKM100+ScTDH3 p-yRoGLU1  No.4 - - - [80]

RAK30709 BY4741 pRS316 [TDH3 p-yRoGLU1 -URA3  ] 30 ScTDH3-40(40)-yRoGLU1+1 CAAGAACTTAGTTTCGAATAAACACACATAAA
CAAACAAAatgcaattgttcaacttgccattg

RAK30711 BY4741 pRS316 [TDH3 p-RPS25A i-yRoGLU1 -URA3  ] 31 RPS25A-30-yRoGLU1+1 tttactttatcatagaacatttaataaatcATGCAATTGTTCA
ACTTGCCATTGA

32 URA3-194-yRoGLU1+1815 caaaaaaaaaaaagatgaattgaaaagcttTTAAGCAGC
TGGAGCACCAGCCTTA

RAK30714 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(mc4+1_300:yRoGLU1 +301_1815) 33 TDH3-30-RoGLU1mc+1 GTTTCGAATAAACACACATAAACAAACAAAatg

carctnttyaayctnccnctnaargtn

RAK30715 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(mc6+1_300:yRoGLU1 +301_1815) 34 RoGLU1mc+31 tcnttyttyctngtnctntcntayttytcnctnctngtntcngcngcnt

cnathccntcn

RAK30716 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(mc7+1_300:yRoGLU1 +301_1815) 35 RoGLU1mc+91 tcngcntcngtncarctngaytcntayaaytaygayggntcnacn

ttytcnggnaarath

RAK30717 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(mc8+1_300:yRoGLU1 +301_1815) 36 RoGLU1mc+151 taygtnaaraayathgcntaytcnaaraargtnacngtnathtay

gcngayggntcngay

RAK30719 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(mc15+1_300:yRoGLU1 +301_1815) 37 RoGLU1mc+211 aaytggaayaayaayggnaayacnathgcngcntcntaytcng

cnccnathtcnggntcn

- - 38 RoGLU1mc+271-yRoGLU1+301 aaytaygartaytggacnttytcngcntcnATCAACGGTAT
CAAGGAATTCTACATCAAG

- - 39 RoGLU1mc+60c ngaraartanganagnacnagraaraanganacyttnagngg
nagrttraanagytgcat

- - 40 RoGLU1mc+120c rttrtangartcnagytgnacngangcnganganggdatngan
gcngcnganacnagnag

- - 41 RoGLU1mc+180c yttyttngartangcdatrttyttnacrtadatyttnccngaraangtn
ganccrtcrta

- - 42 RoGLU1mc+240c ngcdatngtrttnccrttrttrttccarttrtcnganccrtcngcrtadat
nacngtnac

- - 43 RoGLU1mc+300c ngangcngaraangtccartaytcrtarttnganccngadatng
gngcngartangangc

- - 44 yRoGLU1+301 ATCAACGGTATCAAGGAATTCTACA

RAK30725 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(mc8+1_250:yRoGLU1 +251_1815) 45 yRoGLU1+251 CTGCTCCAATCTCTGGTTCTAACTA

: BY4741

DNA
: RAK10470

: 30, 31/32

DNA
: RAK21803

: 1, 2/8

: BY4741

33-43 DNA DNA

DNA
: RAK30709

: 1/44

: BY4741
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- - 46 yRoGLU1+275c-mc8+250c tagttagaaccagagattggagcagAATAAGACGCAGC
TATAGTGTTACC

RAK30726 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(mc8+1_200:yRoGLU1 +201_1815) 47 yRoGLU1+201 CGGTTCTGACAACTGGAACAACAAC

- - 48 yRoGLU1+225c-mc8+200c gttgttgttccagttgtcagaaccgTCCGCGTAGATTACT
GTTACCTTCT

RAK30727 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(mc8+1_150:yRoGLU1 +151_1815) 49 yRoGLU1+151 TACGTCAAGAACATCGCTTACTCTA

- - 50 yRoGLU1+175c-mc8+150c tagagtaagcgatgttcttgacgtaGATTTTACCAGAAAA
TGTAGAGCCA

RAK30728 BY4741 pRS316[TDH3 p-RoGLU1 -URA3 ]
(mc8+1_100:yRoGLU1 +101_1815) 51 yRoGLU1+101 TCCAATTGGACTCTTACAACTACGA

- - 52 yRoGLU1+125c-mc8+100c tcgtagttgtaagagtccaattggaCCGATGCGGAGGAT
GGTATTGATGC

RAK30729 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(mc8+1_50:yRoGLU1 +51_1815) 53 yRoGLU1+51 TTACTTCTCTTTGTTGGTCTCTGCT

- - 54 yRoGLU1+75c-mc8+50c agcagagaccaacaaagagaagtaaGATAGAACGAG
GAAGAAGGATACCT

- - 55 ScTDH3-30-mc8+1 gtttcgaataaacacacataaacaaacaaaATGCAACTAT
TTAATCTACCACTAA

RAK30730 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(yRoGLU1 +1_18:mc8+19_51:yRoGLU1 +52_1815) 56 RoGLU1+1_18y+19_51mc8+52y atgcaattgttcaacttgCCACTAAAGGTATCCTTCTT

CCTCGTTCTATCTtacttctctttgttggtctctgctg

- - 57 yRoGLU1+18c-ScTDH3+1c CAAGTTGAACAATTGCATtttgtttgttta

RAK30731 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(yRoGLU1 +1_36:mc8+37_51:yRoGLU1 +52_1815) 58 RoGLU1+17_36y+37_51mc8+52y tgccattgaaggtctctttcTTCCTCGTTCTATCTtacttctc

tttgttggtctctgctg

- - 59 yRoGLU1+36c GAAAGAGACCTTCAATGGCAAGTTGAACAA

RAK30733 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(yRoGLU1 +1_36:mc4+37_51:yRoGLU1 +52_1815) 60 RoGLU1y+17_36mc4+37_48y+49 tgccattgaaggtctctttcTTTCTCGTACTAtcttacttctcttt

gttggtctctg

RAK30734 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(yRoGLU1 +1_36:mc6+37_51:yRoGLU1 +52_1815) 61 RoGLU1y+17_36mc6+37_48y+49 tgccattgaaggtctctttcTTTCTGGTACTCtcttacttctcttt

gttggtctctg

RAK30735 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(yRoGLU1 +1_36:mc7+37_51:yRoGLU1 +52_1815) 62 RoGLU1y+17_36mc7+37_48y+49 tgccattgaaggtctctttcTTTCTGGTGCTTtcttacttctcttt

gttggtctctg

RAK30737 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
(yRoGLU1 +1_36:mc15+37_51:yRoGLU1 +52_1815) 63 RoGLU1y+17_36mc15+37_48y+49 tgccattgaaggtctctttcTTCCTAGTTCTCtcttacttctcttt

gttggtctctg

RAK36324 BY4741 pRS316 [TDH3 p-RPS25A i-RoGLU1 -URA3 ]
(yRoGLU1 +1_36:mc8+37_51:yRoGLU1 +52_1815) - - -

RAK36309 BY4741 pRS316 [TDH3 p-RPS25A i-RoGLU1 -URA3 ]
(yRoGLU1 +1_36:mc4(mc6)+37_51:yRoGLU1 +52_1815) - - -

RAK36312 BY4741 pRS316 [TDH3 p-RPS25A i-RoGLU1 -URA3 ]
(yRoGLU1 +1_36:mc7+37_51:yRoGLU1 +52_1815) - - -

RAK36321 BY4741 pRS316 [TDH3 p-RPS25A i-RoGLU1 -URA3 ]
(yRoGLU1 +1_36:mc15+37_51:yRoGLU1 +52_1815) - - -

DNA
: RAK30711

: 60, 61, 62, 63/59

: BY4741

DNA
: RAK30731, 30734,30735, 30737

: 31/7

DNA
: RAK30711

: 2/3

: BY4741

DNA
: RAK30717

: 46, 48, 50, 52, 54/55

DNA
: RAK30711

: 45, 47, 49, 51, 53/1

: BY4741

DNA
: RAK30711

: 56/57, 58/59

: BY4741
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RAK35698 BY4741 pRS316 [TDH3 p-TTGGTCTTG-RoGLU1 -
URA3 ](yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 64 TDH3-30-TTGGTCTTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttgg

tcttgATGCAATTGTTCAACTTGCCATTGA

RAK35699 BY4741 pRS316 [TDH3 p-CTCGTTCTA-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 65 TDH3-30-CTCGTTCTA-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAActc

gttctaATGCAATTGTTCAACTTGCCATTGA

RAK35700
BY4741 pRS316 [TDH3 p-RPS25A i-TTGGTCTTG-
RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815)Ai

66 RPS25A-30-TTGGTCTTG-yRoGLU1+1 TTTACTTTATCATAGAACATTTAATAAATCttggt
cttgATGCAATTGTTCAACTTGCCATTGA

RAK35701
BY4741 pRS316 [TDH3 p-RPS25A i-CTCGTTCTA-
RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815)

67 RPS25A-30-CTCGTTCTA-yRoGLU1+1 TTTACTTTATCATAGAACATTTAATAAATCctcgt
tctaATGCAATTGTTCAACTTGCCATTGA

RAK35906 BY4741 pRS316 [TDH3 p-TTGGTCTT-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 68 TDH3-30-TTGGTCTT-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttgg

tcttATGCAATTGTTCAACTTGCCATTGA

RAK35907 BY4741 pRS316 [TDH3 p-TTGGTCT-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 69 TDH3-30-TTGGTCT-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttgg

tctATGCAATTGTTCAACTTGCCATTGA

RAK35908 BY4741 pRS316 [TDH3 p-TTGGTC-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 70 TDH3-30-TTGGTC-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttgg

tcATGCAATTGTTCAACTTGCCATTGA

RAK35909 BY4741 pRS316 [TDH3 p-TTGGT-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 71 TDH3-30-TTGGT-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttgg

tATGCAATTGTTCAACTTGCCATTGA

RAK35910 BY4741 pRS316 [TDH3 p-GGTCTTG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 72 TDH3-30-GGTCTTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAggt

cttgATGCAATTGTTCAACTTGCCATTGA

RAK35911 BY4741 pRS316 [TDH3 p-TCTTG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 73 TDH3-30-TCTTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAtctt

gATGCAATTGTTCAACTTGCCATTGA

RAK35912 BY4741 pRS316 [TDH3 p-CTTG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 74 TDH3-30-CTTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAActtg

ATGCAATTGTTCAACTTGCCATTGA

RAK35913 BY4741 pRS316 [TDH3 p-TTG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 75 TDH3-30-TTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttg

ATGCAATTGTTCAACTTGCCATTGA

RAK35897 BY4741 pRS316 [TDH3 p-CTGGTCTTG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 76 TDH3-30-cTGGTCTTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAACtg

gtcttgATGCAATTGTTCAACTTGCCATTGA

RAK35898 BY4741 pRS316 [TDH3 p-TAGGTCTTG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 77 TDH3-30-TaGGTCTTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAtAg

gtcttgATGCAATTGTTCAACTTGCCATTGA

RAK35899 BY4741 pRS316 [TDH3 p-TTAGTCTTG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 78 TDH3-30-TTaGTCTTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttA

gtcttgATGCAATTGTTCAACTTGCCATTGA

RAK35900 BY4741 pRS316 [TDH3 p-TTGATCTTG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 79 TDH3-30-TTGaTCTTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttg

AtcttgATGCAATTGTTCAACTTGCCATTGA

RAK35901 BY4741 pRS316 [TDH3 p-TTGGACTTG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 80 TDH3-30-TTGGaCTTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttgg

ActtgATGCAATTGTTCAACTTGCCATTGA

DNA
: RAK30731

: 76, 77, 78, 79, 80, 81, 82, 83, 84/1

DNA
: RAK30731

: 68, 69, 70, 71, 72, 73, 74, 75/1

: BY4741

DNA
: RAK30731

: 64, 65/1

: BY4741

DNA
: RAK30731

: 66, 67/7

DNA
: RAK30711

: 2/3

: BY4741
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RAK35902 BY4741 pRS316 [TDH3 p-TTGGTATTG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 81 TDH3-30-TTGGTaTTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttgg

tAttgATGCAATTGTTCAACTTGCCATTGA

RAK35903 BY4741 pRS316 [TDH3 p-TTGGTCATG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 82 TDH3-30-TTGGTCaTG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttgg

tcAtgATGCAATTGTTCAACTTGCCATTGA

RAK35904 BY4741 pRS316 [TDH3 p-TTGGTCTAG-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 83 TDH3-30-TTGGTCTaG-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttgg

tctAgATGCAATTGTTCAACTTGCCATTGA

RAK35905 BY4741 pRS316 [TDH3 p-TTGGTCTTA-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 84 TDH3-30-TTGGTCTTa-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAttgg

tcttAATGCAATTGTTCAACTTGCCATTGA

RAK35914 BY4741 pRS316 [TDH3 p-TCTT-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 85 TDH3-30-TCTT-yRoGLU1+1 GTTTCGAATAAACACACATAAACAAACAAAtctt

ATGCAATTGTTCAACTTGCCATTGA

DNA
: RAK30731

: 85/1

: BY4741

RAK35915 BY4741 pRS316 [TDH3 p-RPS25A i-TCTT-RoGLU1 -URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 86 RPS25A-30-TCTT-yRoGLU1+1 TTTACTTTATCATAGAACATTTAATAAATCtcttA

TGCAATTGTTCAACTTGCCATTGA

DNA
: RAK30731

: 86/7

DNA
: RAK30711

: 2/3

: BY4741

RAK35996 BY4741 pRS316 [TDH3 p-TCTT-hCLuc ] 87 TDH3-20-TCTT-hCLuc+1 AACACACATAAACAAACAAAtcttATGAAGACCT
TAATTCTTGCCGTTGCATTA

RAK36038 BY4741 pRS316 [TDH3 p-RPS25A i-TCTT-hCLuc ] 88 RPS25Ai-25-tctt-hCLuc+1 tttatcatagaacatttaataaatcTCTTatgaagaccttaattctt
gccgttg

RAK36026 BY4741 pRS316 [TDH3 p-TCcT-hCLuc ] No1 89 RPS25Ai-20-TCCT-hCLuc+1 CATAGAACATTTAATAAATCtcctATGAAGACCT
TAATTCTTGCCGTTGCATTA

: BY4741

DNA
: RAK27375

:89, 90/7

DNA

DNA
: RAK27375

:87, 88/7

DNA
: RAK27375

: 1, 2/3

: BY4741
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RAK38233 BY4741 pRS316 [TDH3 p-RPS25A i-TCcT-hCLuc ] No1 90 TDH3-20-TCCT-hCLuc+1 AACACACATAAACAAACAAAtcctATGAAGACC
TTAATTCTTGCCGTTGCATTA

RAK36446 BY4741 pRS316 [TDH3 p-TCTT-AaBGL1 -URA3 ] No1 91 TDH3-25-TCTT-AaBGA1+1 GAATAAACACACATAAACAAACAAAtcttATGAA
GCTCAGTTGGCTTGAGGCGGCTGCC

RAK36449 BY4741 pRS316 [TDH3 p-RPS25A i-TCTT-AaBGL1 -URA3 ]
No1 92 RPS25Ai-25-TCTT-AaBGA1+1 TTTATCATAGAACATTTAATAAATCtcttATGAAG

CTCAGTTGGCTTGAGGCGGCTGCC

RAK36342 BY4741 pRS316 [TDH3 p-RoGLU1 -URA3 ]
40_48CTCGTCTTA No1 93 RoGLU1y+17_40-CTCGTCTTA-y+49 CTTGCCATTGAAGGTCTCTTTCTTCctcgtcttaT

CTTACTTCTCTTTGTTGGTCTCTG

RAK36345 BY4741 pRS316 [TDH3 p-RPS25A i-RoGLU1 -URA3 ]
40_48CTCGTCTTA No1 - - -

RAK36178 BY4741 pRS316 [TDH3 -TCTT-KmBGA1 mc21-URA3 ] No1 94 TDH3-25-TCTT-K BGA1mc21+1 GAATAAACACACATAAACAAACAAAtcttATGTC
CTGTCTGATTCCAGAAAATCTGCGA

RAK36169 BY4741 pRS316 [TDH3 p-KmBGA1 mc21(C6T)-URA3 ] No1 95 TDH3-25-TCTT-KmBGA1mc21+1C6T GAATAAACACACATAAACAAACAAAtcttATGTCt
TGTCTGATTCCAGAAAATCTGCGA

RAK36184 BY4741 pRS316 [TDH3 -TCTT-KmBGA1 mc21(C6T)-
URA3 ] No1 96 TDH3-25-KmBGA1+mc21+1(30)(C6T) gaataaacacacataaacaaacaaaATGTCtTGTCTGA

TTCCAGAAAATCTGCGA

RAK36187 BY4741 pRS316 [TDH3 -TCTT-RPS25A i-
KmBGA1 mc21(C6T)-URA3 ] No1 97 RPS25A-25-TCTT-KmBGA1mc21+1C6T TTTATCATAGAACATTTAATAAATCtcttATGTCt

TGTCTGATTCCAGAAAATCTGCGA

DNA
: RAK35939

:94, 95/7

DNA
: RAK35939

: 1/3

: BY4741

DNA
: RAK35939

:96, 97/7

DNA
: RAK35939

: 1,2/3

: BY4741

DNA
: RAK27375

: 1, 2/3

: BY4742

DNA
: RAK31152

:91, 92/7

DNA
: RAK31152

: 1, 2/3

: BY4741

DNA
: RAK30709/30711

:93/59

: BY4741

94



RAK36912 ubc4 ::KanMX pRS316-GAL10 No1 - - -

- - -

RAK36584 ubc4 ::KanMX Ycp[UBC4 (-1000_+542)-URA3 ]
No1 98 TDH3-573Cin316(2) tatggtgcactctcagtacaatctg

99 TDH3-596-UBC4-1000 cagattgtactgagagtgcaccataGAACCGAGTAGGC
CACACATGTTTTGAATA

100 15g-UBC4+542c gggggggggggggggTTATACAGCGTATTTCTTTG
TCCATTCTCTGGCTG

RAK36587 ubc4 ::KanMX Ycp[UBC4 (-1000_+542)intromdel-
URA3 ] No1 101 UBC4+47c CTTTCTAGATCACTTAGTTCTTTAGCAATACG

TTTAG

102 UBC4+47(-25)-UBC4+143 ctaaagaactaagtgatctagaaagAGATCCACCTACT
TCATGTTCAGCCGGTCCAGTCG

RAK37041 ubc4 ::KanMX pRS316[UBC4 (-1000_+542)(T6C)-
URA3 ] No1 103 UBC4+3c CATGTTTTTTTGGATGCTTGTTTATGTATG

RAK37047 ubc4 ::KanMX pRS316[UBC4 (-
1000_+542)(T6C)intromdel-URA3 ] No1 104 UBC4-22_+33(T6C) ATAAACAAGCATCCAAAAAAACATGTCcTCTT

CTAAACGTATTGCTAAAGAACTA

RAK37029 ubc4 ::KanMX pRS316[UBC4 (-1000_+542)(T9C)-
URA3 ] No1 105 UBC4-22_+33(T9C) ATAAACAAGCATCCAAAAAAACATGTCTTCcT

CTAAACGTATTGCTAAAGAACTA

pRS316 

ubc4 :KanMX
Mat-Alpha 
 (95401, H3, Invitrogen)

46,F11

DNA
: BY4741 geneome (RAK21799)

:99/100

DNA
: RAK21799

: 98/5

ubc4 :KanMX
Mat-Alpha 
 (95401, H3, Invitrogen)

46,F11

DNA
: RAK36584

:101/102

Mat-Alpha 
 (95401, H3, Invitrogen)

46,F11

DNA
: RAK36584, RAK36587

: 103/104

Mat-Alpha compleate set
 (95401, H3, Invitrogen)

46,F11

DNA
: RAK36584, RAK36587

: 103/105
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RAK37032 ubc4 ::KanMX pRS316[UBC4 (-
1000_+542)(T9C)intromdel-URA3 ] No1 - - -

RAK33104 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(yCLuc +1_1200:hCLuc +1201_1662) 106 yCLuc+1161(40)-hCLuc+1201 gcaaatcttggtcggtggtgaagccgtttctgtgccatatAGCTC

TCAGAACACTTCCATCTACT

RAK33105 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(yCLuc +1_1200:hCLuc +1201_1662) 107 yCLuc+1200c atatggcacagaaacggcttcacca

RAK33102 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(yCLuc +1_400:hCLuc +401_1662) 108 yCLuc+360(40)-hCLuc+400 gaatcttgatggcactaagggtgctgtcttaactaaaaccAGAC

TGGAAGTGGCTGGAGACATCA

RAK33103 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(yCLuc +1_400:hCLuc +401_1662) 109 yCLuc+399c ggttttagttaagacagcaccctta

RAK33096 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(yCLuc +1_201:hCLuc +202_1662) 110 yCLuc+172(30)-hCLuc+202 ggtttgtgtgaaaacaagcctggcaagactTGTTGCCGAA

TGTGTCAGTATGTAA

RAK33097 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(yCLuc +1_201:hCLuc +202_1662) 111 yCLuc+201c agtcttgccaggcttgttttcacac

RAK33094 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(yCLuc +1_150:hCLuc +151_1662) - - -

RAK33095 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(yCLuc +1_150:hCLuc +151_1662) - - -

RAK33092 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(yCLuc +1_100:hCLuc +101_1662) - - -

RAK33093 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(yCLuc +1_100:hCLuc +101_1662) - - -

RAK33090 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(yCLuc +1_51:hCLuc +52_1662) 112 yCLuc+22(30)-hCLuc+52 gtcgctttggtctactgtgctactgttcacTGCCAGGACTGT

CCTTACGAACCTG

RAK33091 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(yCLuc +1_51:hCLuc +52_1662) 113 yCLuc+51c gtgaacagtagcacagtagaccaaa

RAK33078 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(hCLuc +1_30:yCLuc +31_1662) 114 hCLuc+1(30)-yCLuc+31 ATGAAGACCTTAATTCTTGCCGTTGCATTAgtct

actgtgctactgttcactgtc

RAK33079 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(hCLuc +1_30:yCLuc +31_1662) 115 hCLuc+30c TAATGCAACGGCAAGAATTAAGGTC

RAK33082 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(hCLuc +1_90:yCLuc +91_1662) 116 hCLUc+61(30)-yCLUc+91 TGTCCTTACGAACCTGATCCACCAAACACAgtc

cctacctcttgtgaagctaaag

RAK33083 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(hCLuc +1_90:yCLuc +91_1662) 117 hCLuc+90c TGTGTTTGGTGGATCAGGTTCGTAA

RAK33084 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(hCLuc +1_120:yCLuc +121_1662) 118 hCLuc+91(30)-yCLuc+121 GTTCCAACTTCCTGTGAAGCTAAAGAAGGAga

atgtatcgattcttcttgtggta

RAK33085 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(hCLuc +1_120:yCLuc +121_1662) 119 hCLUc+120c TCCTTCTTTAGCTTCACAGGAAGTT

RAK33202 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(hCLuc +1_150:yCLuc +151_1662) - - -

RAK33201 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(hCLuc +1_150:yCLuc +151_1662) - - -

RAK33204 BY4741 pRS316 [TDH3 p-RPS25A i-CLuc -URA3 ]
(hCLuc +1_200:yCLuc +201_1662) 120 hCLuc+172(30)-yCLuc+202 GGACTGTGTGAAAATAAACCAGGAAAAACAtgt

tgtagaatgtgccaatacgtta

RAK33203 BY4741 pRS316 [TDH3 p-CLuc -URA3 ]
(hCLuc +1_200:yCLuc +201_1662) 121 hCLuc+201c TGTTTTTCCTGGTTTATTTTCACACAGTCC

DNA
: RAK27375

: 106, 108, 110, 18, 16, 112/7

DNA
: RAK21799, RAK21803
: 107, 109, 111, 19, 17, 113/3

: BY4741

DNA
: RAK21803

: 114, 116, 118, 14, 120/7

DNA
: RAK27370, RAK27375

: 115, 117, 119, 15, 121/3

: BY4741

Mat-Alpha compleate set
 (95401, H3, Invitrogen)

46,F11
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122 yCLuc+76_175[y101_150mc]
gacccaccgaacactgtccctaccTCNTGTGAAGCTAA
AGAAGGNGAATGTATHGATTCNTCNTGTGGN
ACNTGYaccagggacatattgtctgacggtt

123 yCLuc+151 accagggacatattgtctgacggtt

RAK35024 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ] (yCLuc T102C) 124 yCLuc+75(55)(102C) GACCCACCGAACACTGTCCCTACCTcCtgtgaa
gctaaagaaggtgaatgtatcg

DNA
: RAK21803

: 124/7

DNA
: RAK21799

: 17/3

: BY4741

RAK35026 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ] (yCLuc T135A) 125 yCLuc+106(55)(135A) GAAGCTAAAGAAGGTGAATGTATCGattcAtcttgt
ggtacttgtaccagggaca

RAK35028 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ] (yCLuc T135G) 126 yCLuc+106(55)(135G) GAAGCTAAAGAAGGTGAATGTATCGattcGtcttgt
ggtacttgtaccagggaca

RAK35030 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ] (yCLuc T138A) 127 yCLuc+106(55)(138A) GAAGCTAAAGAAGGTGAATGTATCGattcttcAtgt
ggtacttgtaccagggaca

RAK35032 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ] (yCLuc T138G) 128 yCLuc+106(55)(138G) GAAGCTAAAGAAGGTGAATGTATCGattcttcGtgt
ggtacttgtaccagggaca

- - -

RAK35034 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T135A,T138A) - - -

RAK35036 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T135A,T138G) - - -

RAK35038 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T135A,T138C) - - -

RAK35040 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T135G,T138A) - - -

RAK34229 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T135G,T138G) - - -

RAK34232 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T135G,T138C) - - -

RAK34235 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T135C,T138A) - - -

RAK34238 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T135C,T138G) - - -

RAK34241 BY4741 pRS316 [TDH3 p-yCLuc -URA3 ]
(yCLuc :T135C,T138C) - - -

129 yRoGLU1+300c AGAAGCAGAGAAGGTCCAGTATTCG

DNA
: RAK21803

: 21, 22, 23, 24, 25, 26, 27, 28, 29/7

DNA
: RAK21799

: 20/3

: BY4741

Random mutation of 100 to 150 bp in yCLuc (Figure 2A)

DNA122 DNA

DNA
: RAK21799

: 17/123

: BY4741

DNA
: RAK21803

: 125, 126, 127, 128/7

DNA
: RAK21799

: 20/3

: BY4741
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130 yRoGLU1+601 GCTTCTTTGTCTACCGCTGGTCCAG

131 yRoGLU1+271-RoGLU1mc+301 AACTACGAATACTGGACCTTCTCTGCTTCTath
aayggnathaargarttytayathaar

132 RoGLU1mc+331 taygargtntcnggnaaracntaytaygayaayaayaaytcngc
naaytaycargtntcn

133 RoGLU1mc+391 acntcnaarccnacnacnacnacngcnacngcnacnacnac
nacngcnccntcnacntcn

134 RoGLU1mc+451 acnacnacnccnccntcncgntcngarccngcnacnttyccna
cnggnaaytcnacnath

135 RoGLU1mc+511 tcntcntggathaaraarcargarggnathtcncgnttygcnatgc
tncgnaayathaay

136 RoGLU1mc+571-yRoGLU1+601 ccnccnggntcngcnacnggnttyathgcnGCTTCTTTGT
CTACCGCTGGTCCAGACTAC

137 RoGLU1mc+360c rtcrtartangtyttnccnganacytcrtayttdatrtaraaytcyttda
tnccrttdat

138 RoGLU1mc+420c ngtngcngtngtngtngtnggyttngangtnganacytgrtarttn
gcngarttrttrtt

139 RoGLU1mc+480c nggytcngancgnganggnggngtngtngtngangtngang
gngcngtngtngtngtngc

140 RoGLU1mc+540c datnccytcytgyttyttdatccangangadatngtngarttnccn
gtnggraangtngc

141 RoGLU1mc+600c ngcdatraanccngtngcnganccnggnggrttdatrttncgna
gcatngcraancgnga

142 yRoGLU1+600c AGCGATGAAACCGGTAGCAGAACCT

143 yRoGLU1+901 TACTTGACCCAAACCAAGGACGCTT

144 yRoGLU1+571-RoGLU1mc+601 CCACCAGGTTCTGCTACCGGTTTCATCGCTgc
ntcnctntcnacngcnggnccngaytay

145 RoGLU1mc+631 taytaygcntggacncgngaygcngcnctnacntcnaaygtna
thgtntaygartayaay

146 RoGLU1mc+691 acnacnctntcnggnaayaaracnathctnaaygtnctnaarg
aytaygtnacnttytcn

147 RoGLU1mc+751 gtnaaracncartcnacntcnacngtntgyaaytgyctnggnga
rccnaarttyaayccn

148 RoGLU1mc+811 gaygcntcnggntayacnggngcntggggncgnccncaraay
gayggnccngcngarcgn

149 RoGLU1mc+871yRoGLU1+901 gcnacnacnttyathctnttygcngaytcnTACTTGACCCA
AACCAAGGACGCTTCTTAC

150 RoGLU1mc+660c nagngcngcrtcncgngtccangcrtartartartcnggnccngc
ngtnganagngangc

151 RoGLU1mc+720c nagdatngtyttrttnccnganagngtngtrttrtaytcrtanacdat
nacrttngangt

152 RoGLU1mc+780c rcanacngtngangtngaytgngtyttnacngaraangtnacrta
rtcyttnagnacrtt

153 RoGLU1mc+840c nccccangcnccngtrtanccngangcrtcnggrttraayttngg
ytcnccnagrcartt

154 RoGLU1mc+900c ngartcngcraanagdatraangtngtngcncgytcngcnggn
ccrtcrttytgnggncg

RAK3605 DMKU3-1042 URA3 - - - [93]

Random mutation of 301 to 600 bp in yRoGLU1 (Figure S3)

131-141 DNA DNA

DNA
: RAK30709

: 129/130

: BY4741

Random mutation of 601 to 900 bp in yRoGLU1 (Figure S3)

144-154 DNA DNA

DNA
: RAK30709

: 142/143

: BY4741
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RAK35138 BY4741 pRS316 [TDH3 p-RPS25A i-KmBGA1 -URA3 ] 155 TDH3-25-KmBGA1+1 GAATAAACACACATAAACAAACAAAatgtcttgcctt
attcctgagaatttaagg

RAK35141 BY4741 pRS316 [TDH3 p-KmBGA1 -URA3 ] 156 RPS25Ai-25-KmBGA1+1 TTTATCATAGAACATTTAATAAATCatgtcttgcctta
ttcctgagaatttaagg

157 15g-KmBGA1+3078c gggggggggggggggTTATTCAAAAGCGAGATCA
AACTCAAAGTTGAAATCTTGA

158 TDH3-30-mcKmBGA1+1_30 GTTTCGAATAAACACACATAAACAAACAAAatgt
cntgyctnathccngaraayctncgn

159 mcKmBGA1+31_90 aayccnaaraargtncaygaraaycgnctnccnacncgngcnt
aytaytaygaycargay

160 mcKmBGA1+91_150 athttygartcnctnaayggnccntgggcnttygcnctnttygayg
cnccnctngaygcn

161 mcKmBGA1+151_210 ccngaygcnaaraayctngaytgggaracngcnaaraartggt
cnacnathtcngtnccn

162 mcKmBGA1+211_270 tcncaytgggarctncargargaytggaartayggnaarccnath
tayacnaaygtncar

163 mcKmBGA1+271_300-KmBGA1+301 tayccnathccnathgayathccnaayccncccactgtaaacc
ctactggtgtttatgct

164 mcKmBGA1+1_60c nagncgrttytcrtgnacyttyttnggrttncgnagrttytcnggdat
nagrcangacat

165 mcKmBGA1+61_120c ngcccanggnccrttnagngaytcraadatrtcytgrtcrtartarta
ngcncgngtngg

166 mcKmBGA1+121_180c ngtytcccartcnagrttyttngcrtcnggngcrtcnagnggngcrt
craanagngcraa

167 mcKmBGA1+181_240c yttccartcytcytgnagytcccartgnganggnacngadatngt
ngaccayttyttngc

168 mcKmBGA1+241_300c nggrttnggdatrtcdatnggdatnggrtaytgnacrttngtrtada
tnggyttnccrta

169 KmBGA+301 cccactgtaaaccctactggtgtttatgct

RAK35939 BY4741 pRS316 [TDH3 p-RPS25A i-KmBGA1 mc21-URA3 ] 170 RPS25A-25-KmBGA1mc21+1 tttatcatagaacatttaataaatcATGTCCTGTCTGATTC
CAGAAAATCTGCGA

DNA
: RAK35942

: 170/6

DNA
: RAK21803

: 2/3

: BY4741

RAK35945 BY4741 pRS316 [TDH3 p-KmBGA1 -
URA3 ](mc2+1_250;KmBGA1 +251_300) 171 KmBGA1mc21+225-KmBGA1+251 caagaagactggaaatatggcaagcCAATTTACACGAA

CGTACAGTACCCTATCC

172 KmBGA1mc21+250c GCTTGCCATATTTCCAGTCTTCTTGAAGTT

DNA
: RAK3605
: 155, 156/157

DNA
: RAK21803

: 1, 2/5

: BY4741

158-168 DNA DNA

DNA
: RAK35141

: 1/169

: BY4741

-

Random mutation of 1 to 300 bp in KmBGA1 (Figure S3)
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RAK35948 BY4741 pRS316 [TDH3 p-KmBGA1 -
URA3 ](mc2+1_200;KmBGA1 +201_300) 173 KmBGA1mc21+175-KmBGA1+201 aaactgctaagaaatggtcaactatTTCTGTGCCATCTC

ATTGGGAACTTCAGGA

174 KmBGA1mc21+200c ATAGTTGACCATTTCTTAGCAGTTTCCCAG

RAK35951 BY4741 pRS316 [TDH3 p-KmBGA1 -
URA3 ](mc2+1_150;KmBGA1 +151_300) 175 KmBGA1mc21+125-KmBGA1+151 tctgttcgatgcccccctcgacgcaCCGGATGCTAAGAA

TTTAGACTGGGAAACG

176 KmBGA1mc21+150c TGCGTCGAGGGGGGCATCGAACAGAGCAAA

RAK35954 BY4741 pRS316 [TDH3 p-KmBGA1 -
URA3 ](mc2+1_100;KmBGA1 +101_300) 177 KmBGA1mc21+75-KmBGA1+101 tattacgaccaagatattttcgaatCTCTCAATGGGCCTT

GGGCTTTTGCGTTGT

178 KmBGA1mc21+100c ATTCGAAAATATCTTGGTCGTAATAGTACG

RAK35957 BY4741 pRS316 [TDH3 p-KmBGA1 -
URA3 ](mc2+1_50;KmBGA1 +51_300) 179 KmBGA1mc21+25-KmBGA1+51 tgcgaaacccaaagaaagttcacgaAAATAGATTGCCT

ACTAGGGCTTACTACTA

180 KmBGA1mc21+50c TCGTGAACTTTCTTTGGGTTTCGCAGATTT

RAK35960 BY4741 pRS316 [TDH3 p-KmBGA1 -
URA3 ](mc2+1_40;KmBGA1 +41_300) 181 KmBGA1mc21+15-KmBGA1+40 tccagaaaatctgcgaaacccaaagAAGGTTCACGAAA

ATAGATTGCCTACTAGG

182 KmBGA1mc21+39c CTTTGGGTTTCGCAGATTTTCTGGAATCAG

RAK35963 BY4741 pRS316 [TDH3 p-KmBGA1 -
URA3 ](mc2+1_19;KmBGA1 +20_300) 183 TDH3-KmBGA1mc21+1_21-KmBGA1+22 gaataaacacacataaacaaacaaaATGTCCTGTCTG

ATTCCAGAAaatttaaggaaccctaaaaaggttcacgaa

RAK35966 BY4741 pRS316 [TDH3 p-KmBGA1 -
URA3 ](mc2+1_9;KmBGA1 +10_300) 184 TDH3-KmBGA1mc21+1_9-KmBGA1+10 gaataaacacacataaacaaacaaaATGTCCTGTcttatt

cctgagaatttaaggaaccctaaa

RAK35969 BY4741 pRS316 [TDH3 p-KmBGA1 -
URA3 ](mc2+1_6;KmBGA1 +7_300) 185 TDH3-25-KmBGA1+1(30)(T6C) gaataaacacacataaacaaacaaaATGTCcTGCCTTA

TTCCTGAGAATTTAAGG

RAK35702 BY4741 pRS316 [TDH3 p-RoGLU1 -TTGGTCTTG-URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 186 URA3-194CAAGACCAAyRoGLU1+1815c CAAAAAAAAAAAAGATGAATTGAAAAGCTTcaa

gaccaaTTAAGCAGCTGGAGCACCAGCCTTA

RAK35703 BY4741 pRS316 [TDH3 p-RoGLU1 -CTCGTTCTA-URA3 ]
(yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1815) 187 URA3-194TAGAACGAGyRoGLU1+1815c CAAAAAAAAAAAAGATGAATTGAAAAGCTTtag

aacgagTTAAGCAGCTGGAGCACCAGCCTTA

RAK35704 BY4741 pRS316 [TDH3 p-RoGLU1 -TTGGTCTTGTAA-
URA3 ] (yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1812) 188 URA-194ttaCAAGACCAAyGLU1+1812c

CAAAAAAAAAAAAGATGAATTGAAAAGCTTTT
AcaagaccaaAGCAGCTGGAGCACCAGCCTTAG
CG

RAK35705 BY4741 pRS316 [TDH3 p-RoGLU1 -CTCGTTCTATAA-
URA3 ] (yRoGLU1 +1_39:mc8+40_48:yRoGLU1 +49_1812) 189 URA-194ttaTAGAACGAGyGLU1+1812c

CAAAAAAAAAAAAGATGAATTGAAAAGCTTTT
AtagaacgagAGCAGCTGGAGCACCAGCCTTAG
CG

RAK36002 BY4741 pRS316 [TDH3 p-aCTT-hCLuc ] 190 TDH3-25actt-hCLuc+1 gaataaacacacataaacaaacaaaACTTatgaagacctta
attcttgccgttg

RAK36005 BY4741 pRS316 [TDH3 p-gCTT-hCLuc ] 191 TDH3-25gctt-hCLuc+1 gaataaacacacataaacaaacaaaGCTTatgaagacctta
attcttgccgttg

RAK36008 BY4741 pRS316 [TDH3 p-cCTT-hCLuc ] 192 TDH3-25cctt-hCLuc+1 gaataaacacacataaacaaacaaaCCTTatgaagacctta
attcttgccgttg

RAK36011 BY4741 pRS316 [TDH3 p-TaTT-hCLuc ] 193 TDH3-25tatt-hCLuc+1 gaataaacacacataaacaaacaaaTATTatgaagacctta
attcttgccgttg

DNA
: RAK35141

: 171, 173, 175, 177, 179, 181,/7

DNA
: RAK35942

: 172, 174, 176, 178, 180, 182/3

: BY4741

DNA
: RAK35141
: 183, 184, 185/1

: BY4741

DNA
: RAK30731

: 186, 187, 188, 189/8

: BY4741

DNA
: RAK27375
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RAK36014 BY4741 pRS316 [TDH3 p-TtTT-hCLuc ] 194 TDH3-25tttt-hCLuc+1 gaataaacacacataaacaaacaaaTTTTatgaagacctta
attcttgccgttg

RAK36017 BY4741 pRS316 [TDH3 p-TgTT-hCLuc ] 195 TDH3-25tgtt-hCLuc+1 gaataaacacacataaacaaacaaaTGTTatgaagacctta
attcttgccgttg

RAK36020 BY4741 pRS316 [TDH3 p-TCaT-hCLuc ] 196 TDH3-25tcat-hCLuc+1 gaataaacacacataaacaaacaaaTCATatgaagacctta
attcttgccgttg

RAK36023 BY4741 pRS316 [TDH3 p-TCgT-hCLuc ] 197 TDH3-25tcgt-hCLuc+1 gaataaacacacataaacaaacaaaTCGTatgaagacctta
attcttgccgttg

RAK36029 BY4741 pRS316 [TDH3 p-TCTc-hCLuc ] 198 TDH3-25tcta-hCLuc+1 gaataaacacacataaacaaacaaaTCTAatgaagacctta
attcttgccgttg

RAK36032 BY4741 pRS316 [TDH3 p-TCTg-hCLuc ] 199 TDH3-25tctg-hCLuc+1 gaataaacacacataaacaaacaaaTCTGatgaagacctta
attcttgccgttg

RAK36035 BY4741 pRS316 [TDH3 p-TCTc-hCLuc ] 200 TDH3-25tctc-hCLuc+1 gaataaacacacataaacaaacaaaTCTCatgaagacctta
attcttgccgttg

RAK36041 BY4741 pRS316 [TDH3 p-RPS25A i-cCTT-hCLuc ] 201 RPS25Ai-25-cctt-hCLuc+1 tttatcatagaacatttaataaatcCCTTatgaagaccttaattctt
gccgttg

RAK36044 BY4741 pRS316 [TDH3 p-RPS25A i-TCgT-hCLuc ] 202 RPS25Ai-25-tcgt-hCLuc+1 tttatcatagaacatttaataaatcTCGTatgaagaccttaattctt
gccgttg

RAK36047 BY4741 pRS316 [TDH3 p-RPS25A i-TCTc-hCLuc ] 203 RPS25Ai-25-tctc-hCLuc+1 tttatcatagaacatttaataaatcTCTCatgaagaccttaattctt
gccgttg

RAK36193 BY4741 pRS316 [TDH3 p-KmBGA1 mc21(C6T)-
URA3 ](mc2+1_250;KmBGA1 +251_300) 204 TDH3-25-KmBGA1+mc21+1(30)(C6T) gaataaacacacataaacaaacaaaATGTCtTGTCTGATTCCAGAAAATCTGCGA

RAK36196 BY4741 pRS316 [TDH3 p-KmBGA1 mc21(C6T)-
URA3 ](mc2+1_200;KmBGA1 +201_300)

RAK36199 BY4741 pRS316 [TDH3 p-KmBGA1 mc21(C6T)-
URA3 ](mc2+1_150;KmBGA1 +151_300)

RAK36202 BY4741 pRS316 [TDH3 p-KmBGA1 mc21(C6T)-
URA3 ](mc2+1_100;KmBGA1 +101_300)

RAK36205 BY4741 pRS316 [TDH3 p-KmBGA1 mc21(C6T)-
URA3 ](mc2+1_50;KmBGA1 +51_300)

RAK21140 MATa/MAT ura3 LYS4 /ura3 LYS4 HIS 3/his 3
lys4 /lys4  cir0

[94]

RAK22714 RFP [95]

RAK17606
MATa/MAT ura3 ::LYS4 /ura3 ::LYS4 his3 /his3 lys4 /lys4
2µp[Dprotein-TDH3 p-yEmRFP -URA3 c-REP2 c-FLP1 -
REP1 c] #1

[94]

RAK28849 MATa/MAT  his his lue2 leu2 met15
0/MET15 LYS2 /lys2 ura3 ura3

BY4743 cir0

RAK26352 BY4743 cir0 YHp[TDH3 p-eEmRFP-SVpA-EcOri-AmpR-
CMVp-srlAp-URA3 ] YHp plasmid

DNA
: RAK35945, RAK35948, RAK34951,
RAK34954, RAK35957

:204/7

DNA
: RAK21799

: 1/3

: BY4741

:190, 191, 192, 193, 194, 195, 196, 197,
198, 199, 200/7

DNA
: RAK27375

: 1/3

: BY4741

DNA
: RAK27375
:201, 202, 203/7

DNA
: RAK27375

: 2/3

: BY4741
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205 ScFLP1+40c(40)(3) ccttaggtggtgttttacataatataccaaattgtggcat

206 ScREP2+40c(40)(5) cttttaccgtcagattcttggctgtttcaatgtcgtccat

207 SVpA+1(4) ctgatcataatcagccataccacatttgta

208 TDH3-25-yCLuc+1 GAATAAACACACATAAACAAACAAAatgaagacct
tgatcttggctgtcg

209 SVpA+25c-yCLuc+1662c ATGTGGTATGGCTGATTATGATCAGctacttgcac
tcatctgggacctct

210 TDH3-25-hCLuc+1 GAATAAACACACATAAACAAACAAAatgaagacct
taattcttgccgttg

211 SVpA+25c-hCLuc+1662c ATGTGGTATGGCTGATTATGATCAGctatttgcatt
catctggtacttct

212 TDH3-30-eCLuc-F1 GTTTCGAATAAACACACATAAACAAACAAAatg
aaaaccctgatcctggctgttgctctg

213 eCLuc-F2 gtttactgcgctaccgttcactgccaggactgcccgtacgaaccg
gacccgccgaacacc

214 eCLuc-F3 gttccgacctcctgcgaagctaaagaaggtgaatgcatcgactc
ctcctgcggtacctgc

215 eCLuc-F4 acccgtgacatcctgtccgacggtctgtgcgaaaacaaaccgg
gtaaaacctgctgccgt

216 eCLuc-F5 atgtgccagtacgttatcgaatgccgtgttgaagctgctggttggtt
ccgtaccttctac

217 eCLuc-F6 ggtaaacgtttccagttccaggaaccgggtacctacgttctgggtc
agggtaccaaaggt

218 eCLuc-F7 ggtgactggaaagtttccatcaccctggaaaacctggacggtac
caaaggtgctgttctg

219 eCLuc-F8 accaaaacccgtctggaagttgctggtgacatcatcgacatcgct
caggctaccgaaaac

220 eCLuc-F9 ccgatcaccgttaacggtggtgctgacccgatcatcgctaacccg
tacaccatcggtgaa

RAK33792 BY4743 cir0 YHp[TDH3 p-hCLuc - SVpA-EcOri-AmpR-
CMVp-srlA p-URA3 ] YHp-hCLuc)

DNA
: RAK21803

: 210/211

DNA  1
: RAK26352

: 1/205

DNA  2
: RAK26352

: 206/207

: BY4741

RAK33791 BY4743 cir0 YHp[TDH3 p-yCLuc - SVpA-EcOri-AmpR-
CMVp-srlA p-URA3 ]

DNA
: RAK21799

: 208/209

DNA  1
: RAK26352

: 1/205

DNA  2
: RAK26352

: 206/207

: BY4741
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221 eCLuc-F10 gttaccatcgctgttgttgaaatgccgggtttcaacatcaccgttatc
gaattcttcaaa

222 eCLuc-F11 ctgatcgttatcgacatcctgggtggtcgttccgttcgtatcgctccg
gacaccgctaac

223 eCLuc-F12 aaaggtatgatctccggtctgtgcggtgacctgaaaatgatggaa
gacaccgacttcacc

224 eCLuc-F13 tccgacccggaacagctggctatccagccgaaaatcaaccagg
aattcgacggttgcccg

225 eCLuc-F14 ctgtacggtaacccggacgacgttgcttactgcaaaggtctgctg
gaaccgtacaaagac

226 eCLuc-F15 tcctgccgtaacccgatcaacttctactactacaccatctcctgcg
ctttcgctcgttgc

227 eCLuc-F16 atgggtggtgacgaacgtgcttcccacgttctgctggactaccgtg
aaacctgcgctgct

228 eCLuc-F17 ccggaaacccgtggtacctgcgttctgtccggtcacaccttctacg
acaccttcgacaaa

229 eCLuc-F18 gctcgttaccagttccagggtccgtgcaaagaaatcctgatggct
gctgactgcttctgg

230 eCLuc-F19 aacacctgggacgttaaagtttcccaccgtaacgttgactcctac
accgaagttgaaaaa

231 eCLuc-F20 gttcgtatccgtaaacagtccaccgttgttgaactgatcgttgacgg
taaacagatcctg

232 eCLuc-F21 gttggtggtgaagctgtttccgttccgtactcctcccagaacacctc
catctactggcag

233 eCLuc-F22 gacggtgacatcctgaccaccgctatcctgccggaagctctggtt
gttaaattcaacttc

234 eCLuc-F23 aaacagctgctggttgttcacatccgtgacccgttcgacggtaaa
acctgcggtatctgc

235 eCLuc-F24 ggtaactacaaccaggacttctccgacgactccttcgacgctgaa
ggtgcttgcgacctg

236 eCLuc-F25 accccgaacccgccgggttgcaccgaagaacagaaaccgga
agctgaacgtctgtgcaac

237 eCLuc-F26 tccctgttcgctggtcagtccgacctggaccagaaatgcaacgttt
gccacaaaccggac

238 eCLuc-F27 cgtgttgaacgttgcatgtacgaatactgcctgcgtggtcagcagg
gtttctgcgaccac

239 eCLuc-F28 gcttgggaattcaaaaaagaatgctacatcaaacacggtgaca
ccctggaagttccggac

240 eCLuc-F29-SVpA+1 gaatgcaaataaCTGATCATAATCAGCCATACCAC
ATTTGTAGAGGTTTTACTTGCTTTA

241 SVpA+18c-eCLuc-R1 ATGGCTGATTATGATCAGttatttgcattcgtccggaact
tccagggtgtcaccgtgttt

242 eCLuc-R2 gatgtagcattcttttttgaattcccaagcgtggtcgcagaaaccct
gctgaccacgcag

243 eCLuc-R3 gcagtattcgtacatgcaacgttcaacacggtccggtttgtggcaa
acgttgcatttctg

244 eCLuc-R4 gtccaggtcggactgaccagcgaacagggagttgcacagacgt
tcagcttccggtttctg

245 eCLuc-R5 ttcttcggtgcaacccggcgggttcggggtcaggtcgcaagcac
cttcagcgtcgaagga

246 eCLuc-R6 gtcgtcggagaagtcctggttgtagttaccgcagataccgcaggtt
ttaccgtcgaacgg

RAK33793 BY4743 cir0 YHp[TDH3 p-eCLuc - SVpA-EcOri-AmpR-
CMVp-srlA p-URA3 ] YHp-eCLuc

 212-268 DNA DNA

DNA  1
: RAK26352

: 1/205

DNA  2
: RAK26352

: 206/207

: BY4741 DNA
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247 eCLuc-R7 gtcacggatgtgaacaaccagcagctgtttgaagttgaatttaac
aaccagagcttccgg

248 eCLuc-R8 caggatagcggtggtcaggatgtcaccgtcctgccagtagatgg
aggtgttctgggagga

249 eCLuc-R9 gtacggaacggaaacagcttcaccaccaaccaggatctgtttac
cgtcaacgatcagttc

250 eCLuc-R10 aacaacggtggactgtttacggatacgaactttttcaacttcggtgt
aggagtcaacgtt

251 eCLuc-R11 acggtgggaaactttaacgtcccaggtgttccagaagcagtcag
cagccatcaggatttc

252 eCLuc-R12 tttgcacggaccctggaactggtaacgagctttgtcgaaggtgtcg
tagaaggtgtgacc

253 eCLuc-R13 ggacagaacgcaggtaccacgggtttccggagcagcgcaggtt
tcacggtagtccagcag

254 eCLuc-R14 aacgtgggaagcacgttcgtcaccacccatgcaacgagcgaa
agcgcaggagatggtgta

255 eCLuc-R15 gtagtagaagttgatcgggttacggcaggagtctttgtacggttcc
agcagacctttgca

256 eCLuc-R16 gtaagcaacgtcgtccgggttaccgtacagcgggcaaccgtcg
aattcctggttgatttt

257 eCLuc-R17 cggctggatagccagctgttccgggtcggaggtgaagtcggtgtc
ttccatcattttcag

258 eCLuc-R18 gtcaccgcacagaccggagatcatacctttgttagcggtgtccgg
agcgatacgaacgga

259 eCLuc-R19 acgaccacccaggatgtcgataacgatcagtttgaagaattcgat
aacggtgatgttgaa

260 eCLuc-R20 acccggcatttcaacaacagcgatggtaacttcaccgatggtgta
cgggttagcgatgat

261 eCLuc-R21 cgggtcagcaccaccgttaacggtgatcgggttttcggtagcctg
agcgatgtcgatgat

262 eCLuc-R22 gtcaccagcaacttccagacgggttttggtcagaacagcaccttt
ggtaccgtccaggtt

263 eCLuc-R23 ttccagggtgatggaaactttccagtcaccacctttggtaccctga
cccagaacgtaggt

264 eCLuc-R24 acccggttcctggaactggaaacgtttaccgtagaaggtacgga
accaaccagcagcttc

265 eCLuc-R25 aacacggcattcgataacgtactggcacatacggcagcaggtttt
acccggtttgttttc

266 eCLuc-R26 gcacagaccgtcggacaggatgtcacgggtgcaggtaccgca
ggaggagtcgatgcattc

267 eCLuc-R27 accttctttagcttcgcaggaggtcggaacggtgttcggcgggtcc
ggttcgtacgggca

268 eCLuc-R28 gtcctggcagtgaacggtagcgcagtaaaccagagcaacagc
caggatcagggttttcat

269 srlA-12-hCLuc+1 AAGGAGAGAACAatgaagaccttaattcttgccgttg

270 srlA-12-yCLuc+1 AAGGAGAGAACAatgaagaccttgatcttggctgtcg

271 srlA-12-eCLuc+1 AAGGAGAGAACAatgaaaaccctgatcctggctgttg

272 hCLuc+1 atgaagaccttaattcttgccgttgcatta
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273 yCLuc+1 atgaagaccttgatcttggctgtcgctttg

274 eCLuc+1 atgaaaaccctgatcctggctgttgctctg

274 srlA-1c tgttctctccttcaggatttattgttttattacca

274 eCMV-1c ggtggcgaccggtagcgctagcgga
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S2-1 2

2 YHp A B C pRS316

Sikorski et al. 1989

TDH3p CDS SV40

EcOri
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URA3

pRS316

2 CDS Tagert

pRS316 TDH3p RPS25A

RPS25Ai TDH3p CDS 5

3

Sikorski, R. S., Hieter, P., Genetics, 122:19-27 (1989).
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A RAF1
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Target
Target 
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Multi cloning site
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B C

Multi cloning site
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AA          M  K  T  L  I  L  A  V  A  L  V  Y  C  A  T  V  H  C  Q  D  C  P  Y  E  P  D  P  P N  T  V  P  T  S  C  E  A  K  E  G  
yCLuc 1:atgaagaccttgatcttggctgtcgctttggtctactgtgctactgttcactgtcaagactgtccatacgaaccagacccaccgaacactgtccctacctcttgtgaagctaaagaaggt 120
hCLuc 1:atgaagaccttaattcttgccgttgcattagtctactgcgccactgttcattgccaggactgtccttacgaacctgatccaccaaacacagttccaacttcctgtgaagctaaagaagga 120
Identity   *********** **  * ** ** ** ** ******** ** ******** ** ** ******** ******** ** ***** ***** ** ** ** ** ***************** 

AA          E  C  I  D  S  S C  G  T  C  T  R  D  I  L  S  D  G  L  C  E  N  K  P  G  K  T  C  C R  M  C  Q  Y  V  I  E  C  R  V  
yCLuc 121:gaatgtatcgattcttcttgtggtacttgtaccagggacatattgtctgacggtttgtgtgaaaacaagcctggcaagacttgttgtagaatgtgccaatacgttatcgaatgcagagtt 240
hCLuc 121:gaatgtattgatagcagctgtggcacctgcacgagagacatactatcagatggactgtgtgaaaataaaccaggaaaaacatgttgccgaatgtgtcagtatgtaattgaatgcagagta 240
Identity   ******** ***      ***** ** ** ** ** ****** * ** ** **  ********** ** ** ** ** ** *****  ******* ** ** ** ** *********** 

AA          E  A  A G  W  F  R  T  F  Y  G  K  R  F  Q  F  Q  E  P  G  T  Y  V  L  G  Q  G  T  K  G  G D  W  K  V  S  I  T  L  E  
yCLuc 241:gaagcggcagggtggttcaggactttttacggtaaacgtttccaattccaagaaccaggtacttacgtcttaggccaaggtaccaaaggtggagattggaaagtatccataacattagag 360
hCLuc 241:gaggccgcaggatggtttagaacattctatggaaagagattccagttccaggaacctggtacatacgtgttgggtcaaggaaccaagggcggcgactggaaggtgtccatcaccctggag 360
Identity   ** ** ***** ***** ** ** ** ** ** **  * ***** ***** ***** ***** ***** ** ** ***** ***** ** ** ** ***** ** ***** ** * ***

AA          N  L  D  G  T  K  G  A  V  L  T  K  T  R  L  E  V  A  G  D  I  I D  I  A  Q  A  T  E  N  P  I  T  V  N  G  G A  D  P  
yCLuc 361:aatcttgatggcactaagggtgctgtcttaactaaaacccggttagaagtcgctggtgatattatcgacatcgctcaagctactgagaatccgattactgttaatggtggtgctgatcct 480
hCLuc 361:aacctggatggaaccaagggggctgtgctgaccaagacaagactggaagtggctggagacatcattgacatcgctcaagctactgagaatcccatcactgtaaacggtggagctgaccct 480
Identity   ** ** ***** ** ***** *****  * ** ** **  *  * ***** ***** ** ** ** ************************** ** ***** ** ***** ***** ***

AA          I  I A  N  P  Y  T  I  G  E  V  T  I  A  V  V E  M  P  G  F  N  I  T  V  I  E  F  F K  L  I  V  I  D  I  L  G  G R  
yCLuc 481:atcatcgccaacccttatactatcggtgaggttaccatcgccgtcgttgagatgccaggctttaacattaccgtaatcgagttcttcaagttgatcgtcatcgacatcttgggtggtcgt 600
hCLuc 481:atcatcgccaacccgtacaccatcggcgaggtcaccatcgctgttgttgagatgccaggcttcaacatcaccgtcattgagttcttcaaactgatcgtgatcgacatcctcggaggaaga 600
Identity   ************** ** ** ***** ***** ******** ** ***************** ***** ***** ** ***********  ******* ********* * ** ** * 

AA          S  V  R  I  A  P  D  T  A  N  K  G  M  I  S  G  L  C  G  D  L  K  M  M E  D  T  D  F  T  S  D  P  E  Q  L  A  I  Q  P  
yCLuc 601:tctgtcagaatcgctccagacactgctaacaagggtatgatctctggtttgtgtggcgatctcaagatgatggaggacactgatttcacttcagatcctgagcagctagctatccaacct 720
hCLuc 601:tctgtaagaatcgccccagacacagcaaacaaaggaatgatctctggcctctgtggagatcttaaaatgatggaagatacagacttcacttcagatccagaacaactcgctattcagcct 720
Identity   ***** ******** ******** ** ***** ** ***********  * ***** ***** ** ******** ** ** ** ************** ** ** ** ***** ** ***

AA          K  I  N  Q  E  F  D  G  C  P  L  Y  G  N  P  D  D V  A  Y  C  K  G  L  L E  P  Y  K  D  S  C  R  N  P  I  N  F  Y  Y
yCLuc 721:aagattaaccaagagttcgatgggtgtccgttatacggtaatcctgatgacgtcgcttactgtaaaggcttgttggaaccatacaaagattcttgtaggaatcctatcaacttttactac 840
hCLuc 721:aagatcaaccaggagtttgacggttgtccactctatggaaatcctgatgacgttgcatactgcaaaggtcttctggagccgtacaaggacagctgccgcaaccccatcaacttctactac 840
Identity   ***** ***** ***** ** ** *****  * ** ** ************** ** ***** *****  *  **** ** ***** **    **  * ** ** ******** ******

AA          Y  T  I  S  C  A  F  A  R  C  M  G  G D  E  R  A  S  H  V  L  L D  Y  R  E  T  C  A  A P  E  T  R  G  T  C  V  L  S  
yCLuc 841:tataccatatcttgtgctttcgccaggtgcatggggggagacgagcgtgcatctcatgttttgttggactacagagagacttgtgctgctccagaaactagaggtacttgtgtcttgtct 960
hCLuc 841:tacaccatctcctgcgccttcgcccgctgtatgggtggagacgagcgagcctcacacgtgctgcttgactacagggagacgtgcgctgctcccgaaactagaggaacctgcgttttgtct 960
Identity   ** ***** ** ** ** ****** * ** ***** *********** ** ** ** **  ** * ******** ***** ** ******** *********** ** ** ** ******

AA          G  H  T  F  Y  D  T  F  D  K  A  R  Y  Q  F  Q  G  P  C  K  E  I  L  M  A  A D  C  F  W  N  T  W  D  V  K  V  S  H  R  
yCLuc 961:ggtcacactttctacgacactttcgacaaggctaggtaccaattccaagggccgtgcaaggaaatactaatggctgcggactgcttctggaacacttgggacgtcaaggtctctcaccgt 1080
hCLuc 961:ggacatactttctacgatacatttgacaaagcaagataccaattccagggtccctgcaaggagattcttatggccgccgactgtttctggaacacttgggatgtgaaggtttcacacagg 1080
Identity   ** ** *********** ** ** ***** ** ** *********** ** ** ******** ** ** ***** ** ***** ***************** ** ***** ** *** * 

AA          N  V  D  S  Y  T  E  V  E  K  V  R  I  R  K  Q  S  T  V  V E  L  I  V  D  G  K  Q  I  L  V  G  G E  A  V  S  V  P  Y  
yCLuc 1081:aacgtggattcttacactgaagtcgaaaaggtcaggattcgtaagcagtccactgtcgtcgaattgatcgttgacggtaagcaaatcttggtcggtggtgaagccgtttctgtgccatat 1200
hCLuc 1081:aatgttgactcttacactgaagtagagaaagtacgaatcaggaaacaatcgactgtagtagaactcattgttgatggaaaacagattctggttggaggagaagccgtgtccgtcccgtac 1200
Identity   ** ** ** ************** ** ** **  * **  * ** ** ** ***** ** *** * ** ***** ** ** ** **  **** ** ** ******** ** ** ** ** 

AA          S  S Q  N  T  S  I  Y  W  Q  D  G  D  I  L  T  T A  I  L  P  E  A  L  V  V K  F  N  F  K  Q  L  L V  V H  I  R  D
yCLuc 1201:tcctctcaaaacacttcaatatactggcaagacggtgacatcttaaccactgctatcttgccagaagccttggtcgtcaagttcaacttcaagcagctattagttgttcatattagagac 1320
hCLuc 1201:agctctcagaacacttccatctactggcaagatggtgacatactgactacagccatcctacctgaagctctggtggtcaagttcaacttcaagcaactgctcgtcgtacatattagagat 1320
Identity     ****** ******** ** *********** ********  * ** ** ** *** * ** *****  **** ******************** **  * ** ** *********** 

AA          P  F  D  G  K  T  C  G  I  C  G  N  Y  N  Q  D  F  S  D  D S  F  D  A  E  G  A  C  D  L  T  P  N  P  P G  C  T  E  E
yCLuc 1321:ccattcgacggtaagacttgtggtatctgtggtaactacaatcaggacttctctgacgattctttcgacgctgaaggtgcttgcgatctaacaccgaatccacctggttgtactgaagaa 1440
hCLuc 1321:ccattcgatggtaagacttgcggtatttgcggtaactacaaccaggatttcagtgatgattcttttgatgctgaaggagcctgtgatctgacccccaacccaccgggatgcaccgaagaa 1440
Identity   ******** *********** ***** ** *********** ***** ***  *** ******** ** ******** ** ** ***** ** ** ** ***** ** ** ** ******

AA          Q  K  P  E  A  E  R  L  C  N  S  L  F  A  G  Q  S  D  L  D  Q  K  C  N  V  C  H  K  P  D  R  V  E  R  C  M  Y  E Y C  
yCLuc 1441:caaaagccagaagctgaacgtttgtgcaacagtttattcgctggtcaatccgatttggaccaaaagtgtaacgtctgtcacaagccagacagagttgaaagatgtatgtacgaatactgt 1560
hCLuc 1441:cagaaacctgaagctgaacgactctgcaatagtctcttcgccggtcaaagtgatcttgatcagaaatgtaacgtgtgccacaagcctgaccgtgtcgaacgatgcatgtacgagtattgc 1560
Identity   ** ** ** ***********  * ***** *** * ***** ******   *** * ** ** ** ******** ** ******** *** * ** *** **** ******** ** ** 

AA          L  R  G  Q  Q G  F  C  D  H  A  W  E  F  K  K E  C  Y  I  K  H  G  D  T  L  E  V  P  D  E  C  K  *
yCLuc 1561:ttgagaggtcaacaaggtttctgtgaccatgcttgggagttcaagaaggagtgctatatcaagcacggcgataccttagaggtcccagatgagtgcaagtag                  1662
hCLuc 1561:ctgaggggacaacagggtttctgtgaccacgcatgggagttcaagaaagaatgctacataaagcatggagacaccctagaagtaccagatgaatgcaaatag                  1662
Identity    **** ** ***** ************** ** ************** ** ***** ** ***** ** ** *** **** ** ******** ***** ***

S2-2 yCLuc hCLuc

yCLuc hCLuc AA

Identify
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T135A

T135G

T135C

T138A

T138G

T138C

T138A

T138G

T138C

T138A

T138G

T138C

Intron+yCLuc

yCLuc

C

***

0 50 100

B

T102C

T135G

T135A

T138G

T138A

Intron+yCLuc

yCLuc

***

0 50 100

10³ RLU/OD

A 150100

0 20 40 60

-
+

-
+

-
+

Intron

150100 140

130

120

S2-3 100-150 bp CDS yCLuc

A yCLuc hCLuc CDS

hCLuc 100-140 bp 100-130 bp 100-110 bp yCLuc

CDS 2-7 B C yCLuc 102

bp 135 bp 138 bp B C

10 p < 0.05 * p < 0.01 ** p < 0.001

***

10³ RLU/OD

10³ RLU/OD

108



S2-4 yRoGLU1 mc4 mc6 mc7 mc8 mc15

yRoGLU1 mc 1-300 bp AA

Identify

AA M  Q  L  F  N  L  P  L  K  V  S  F  F L  V  L  S  Y  F  S
yRoGLU1 1:ATGCAATTGTTCAACTTGCCATTGAAGGTCTCTTTCTTCTTGGTCTTGTCTTACTTCTCT 60
yRoGLU1mc4 1:ATGCAACTTTTTAATCTTCCACTTAAAGTGTCATTCTTTCTCGTACTATCATATTTCTCC 60
yRoGLU1mc6 1:ATGCAACTTTTCAACCTACCCCTAAAGGTATCGTTCTTTCTGGTACTCTCTTATTTTTCG 60
yRoGLU1mc7 1:ATGCAGCTGTTCAACCTTCCGCTGAAGGTATCCTTCTTTCTGGTGCTTTCTTATTTTTCA 60
yRoGLU1mc8 1:ATGCAACTATTTAATCTACCACTAAAGGTATCCTTCTTCCTCGTTCTATCCTATTTCTCG 60
yRoGLU1mc15 1:ATGCAGCTATTCAACCTACCGCTGAAAGTCTCATTTTTCCTAGTTCTCTCATACTTCTCT 60
Identity *****  * ** **  * **  * ** ** ** ** **  * **  * ** ** ** ** 

AA L  L V  S  A  A S  I  P  S  S A  S  V  Q  L  D  S  Y  N
yRoGLU1 61:TTGTTGGTCTCTGCTGCTTCTATCCCATCTTCTGCTTCTGTCCAATTGGACTCTTACAAC 120
yRoGLU1mc4 61:CTTCTAGTATCTGCAGCGTCCATACCCTCGTCAGCCTCCGTCCAACTTGACTCTTATAAT 120
yRoGLU1mc6 61:CTGCTTGTTTCTGCTGCTTCTATACCGTCCTCTGCGTCGGTTCAGCTGGATTCTTACAAT 120
yRoGLU1mc7 61:CTCCTTGTCTCCGCTGCTTCTATTCCGTCATCCGCGTCAGTCCAACTGGATTCATATAAT 120
yRoGLU1mc8 61:CTACTTGTGTCCGCAGCATCAATACCATCCTCCGCATCGGTCCAGCTAGATTCCTATAAT 120
yRoGLU1mc15 61:CTCCTAGTATCAGCTGCCTCTATACCTTCGTCAGCTTCTGTACAGCTGGATTCATACAAC 120
Identity *  * ** ** **    ** ** ** ** ** ** ** ** **  * ** ** ** ** 

AA Y  D  G  S  T  F  S  G  K  I  Y  V  K  N  I  A  Y  S  K  K
yRoGLU1 121:TACGACGGTTCTACCTTCTCTGGTAAGATCTACGTCAAGAACATCGCTTACTCTAAGAAG 180
yRoGLU1mc4 121:TACGATGGGTCGACATTCTCAGGGAAAATTTATGTCAAGAATATCGCGTATTCTAAAAAG 180
yRoGLU1mc6 121:TATGATGGCTCGACATTCTCAGGAAAAATATATGTGAAGAATATCGCTTACTCTAAAAAG 180
yRoGLU1mc7 121:TATGACGGGTCTACGTTCTCGGGCAAGATATACGTCAAAAATATTGCGTATTCCAAAAAA 180
yRoGLU1mc8 121:TACGATGGCTCTACATTTTCTGGTAAAATCTATGTAAAGAACATCGCTTATTCAAAGAAG 180
yRoGLU1mc15 121:TATGATGGATCAACGTTCTCCGGGAAAATCTACGTAAAGAATATTGCGTACTCTAAGAAG 180
Identity ** ** ** ** ** ** ** ** ** ** ** ** ** ** ** ** ** ** ** ** 

AA V  T  V  I  Y  A  D  G  S  D  N  W  N  N N G  N  T  I  A
yRoGLU1 181:GTCACCGTCATCTACGCTGACGGTTCTGACAACTGGAACAACAACGGTAACACCATCGCT 240
yRoGLU1mc4 181:GTCACGGTAATNTATGCCGACGGATCGGACAACTGGAATAACAACGGGAANACGATCGCT 240
yRoGLU1mc6 181:GTGACTGTTATTTATGCCGATGGTTCCGATAATTGGAACAATAACGGAAACACAATTGCG 240
yRoGLU1mc7 181:GTGACGGTTATATATGCGGACGGATCGGACAATTGGAATAATAATGGTAATACTATTGCC 240
yRoGLU1mc8 181:GTAACAGTAATCTACGCGGACGGTTCAGATAACTGGAACAATAATGGTAACACTATAGCT 240
yRoGLU1mc15 181:GTTACTGTTATTTATGCTGATGGGTCGGACAACTGGAATAATAACGGGAACACTATCGCG 240
Identity ** ** ** ** ** ** ** ** ** ** ** ***** ** ** ** ** ** ** ** 

AA A  S  Y  S  A  P  I  S  G  S  N  Y  E  Y  W  T  F  S  A  S
yRoGLU1 241:GCTTCTTACTCTGCTCCAATCTCTGGTTCTAACTACGAATACTGGACCTTCTCTGCTTCT 300
yRoGLU1mc4 241:GCTTCGTACTCCGCACCTATATCAGGATCCAACTATGAATACTGGACTTTCTCCGCTTCT 300
yRoGLU1mc6 241:GCGTCGTACTCTGCCCCTATTTCTGGGTCAAATTATGAGTACTGGACATTTTCCGCTTCA 300
yRoGLU1mc7 241:GCTTCCTATTCCGCTCCTATCTCCGGATCGAACTACGAATATTGGACATTTTCTGCGTCA 300
yRoGLU1mc8 241:GCGTCTTATTCAGCCCCAATATCCGGATCAAATTATGAGTACTGGACCTTCTCCGCGTCG 300
yRoGLU1mc15 241:GCTTCCTACTCTGCGCCTATCTCGGGGTCCAACTATGAATATTGGACGTTTTCGGCTTCC 300
Identity ** ** ** ** ** ** ** ** ** ** ** ** ** ** ***** ** ** ** **
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AA M  S  C  L  I  P  E  N  L  R  N  P  K  K V  H  E  N  R  L
KmBGA1 1:ATGTCTTGCCTTATTCCTGAGAATTTAAGGAACCCTAAAAAGGTTCACGAAAATAGATTG 60
KmBGA1mc21 1:ATGTCCTGTCTGATTCCAGAAAATCTGCGAAACCCAAAGAAAGTTCACGAAAACCGGCTC 60
Identity ***** ** ** ***** ** *** *  * ***** ** ** ***********  *  * 

AA P  T  R  A  Y  Y Y D  Q  D  I  F  E  S  L  N  G  P  W  A
KmBGA1 61:CCTACTAGGGCTTACTACTATGATCAGGATATTTTCGAATCTCTCAATGGGCCTTGGGCT 120
KmBGA1mc21 61:CCTACTCGCGCGTACTATTACGACCAAGATATTTTCGAATCACTCAACGGTCCGTGGGCA 120
Identity ****** * ** ***** ** ** ** ************** ***** ** ** ***** 

AA F  A  L  F  D  A  P  L  D  A  P  D  A  K  N  L  D  W  E  T
KmBGA1 121:TTTGCGTTGTTTGATGCACCTCTTGACGCTCCGGATGCTAAGAATTTAGACTGGGAAACG 180
KmBGA1mc21 121:TTTGCTCTGTTCGATGCCCCCCTCGACGCACCAGATGCCAAAAACCTCGACTGGGAAACT 180
Identity *****  **** ***** ** ** ***** ** ***** ** **  * *********** 

AA A  K  K W  S  T  I  S  V  P  S  H  W  E  L  Q  E  D  W  K
KmBGA1 181:GCAAAGAAATGGAGCACCATTTCTGTGCCATCTCATTGGGAACTTCAGGAAGACTGGAAG 240
KmBGA1mc21 181:GCTAAGAAATGGTCAACTATTTCTGTTCCCTCGCACTGGGAACTTCAAGAAGACTGGAAA 240
Identity  ** *********   ** ******** ** ** ** *********** *********** 

AA Y  G  K  P  I  Y  T  N  V  Q  Y  P  I  P  I  D  I  P  N  P
KmBGA1 241:TACGGTAAACCAATTTACACGAACGTACAGTACCCTATCCCAATCGACATCCCAAATCCT 300
KmBGA1mc21 241:TATGGCAAGCCTATTTACACCAATGTACAATACCCGATCCCCATAGATATTCCAAATCCT 300
Identity ** ** ** ** ******** ** ***** ***** ***** ** ** ** *********

S2-5 KmBGA1 mc21

KmBGA1 mc21 1-300 bp AA

Identify
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S2-6 3 3 -UTR 9

yRoGLU1 mc8 40-48 bp 9 yRoGLU1[4048mc8] CDS 3

3 -UTR

yRoGLU1[4048mc8] yRoGLU1 40 bp-48 bp mc8

TAA

p < 0.001 ***

0 0.01 0.02 0.03 0.04

U/mL/OD

***

mc8
40-48

yRoGLU1 TAA

TAA

TAA

TAACTCGTTCTA

TAATTGGTCTTG

TTGGTCTTGTAA
CTCGTTCTATAA
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UBC4 1:ATGTCTTCTTCTAAACGTATTGCTAAAGAACTAAGTGATCTAGAAAGAGATCCACCTACT 60

UBC4 61:TCATGTTCAGCCGGTCCAGTCGGCGATGATCTATATCACTGGCAAGCATCCATCATGGGA 120

UBC4 121:CCTGCCGATTCCCCATATGCCGGCGGTGTTTTCTTCTTGTCTATCCATTTCCCAACCGAC 180

UBC4 181:TACCCATTCAAGCCACCAAAGATCTCCTTCACAACCAAGATATATCATCCAAATATCAAT 240

UBC4 241:GCCAATGGTAACATCTGTCTGGACATCCTAAAGGATCAATGGTCTCCAGCTCTAACTCTA 300

S2-7 MPT5 A UBC4 B 1-300 bp

MPT5 -10-300 bp A UBC4 1-300 bp B

TCTT 2 TCTT TCTTCTT

MPT5 -1:AGTTTCTCTTATGATCAATAACGAACCATTTCCATCTGCCGACTCAGCATCGATTTTAAC 50

MPT5 51:TACGTCTACATCAAATAACTCCTTAATGTCTTACAATCATCAGCCTCAACTATCTATTAA 110

MPT5 111:CTCCGTCCAATCACTCTTGGAGCCCGTGACCCCTCCGCCTTTGGGCCAGATGAATAACAA 170

MPT5 171:AAGAAACCATCAAAAGGCTCATTCGCTTGATCTCTCTGGTTTTAATCAGTTCATATCATC 230

MPT5 231:GACACAATCTCCCTTGGCTTTGATGAATAATACATCAACATCGAATTCTGCTAACTCTTT 290

MPT5 291:TTCCCCGAAT 300

B

A
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S2-8 2 CDS TCTT

2 CDS CDS

CDS yCLuc hCLuc yRoGLU1

yRoGLU1-mc8 KmBGA1 KmBGA1-mc21 AaBGL1 CDS TCTT

5 -UTR TCTT + CDS R

N

Exp.

KmBGA1mc21C6T+TCTT

KmBGA1mc21+TCTT N

KmBGA1 R

KmBGA1mc21 N

KmBGA1 T6C N

KmBGA1mc21 C6T N

+R

3078 bp

+

0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0 1.1 1.2 1.3 1.4 1.5 1.6 1.7 1.8 1.9 2.0 2.1 2.2 2.3 2.4 2.5 2.6 2.7 2.8 2.9 3.0 3.1
(kbp)

AaBGL1

+

N

AaBGL1

2593 bp

R

yRoGLU1[4048mc8] N

yRoGLU1 R

yRoGLU1mc8 +4thTCTT R

yRoGLU1mc8 N

RyRoGLU1[4048mc8]+TCTT +

1816 bp

´-UTR TCTT

yCLuc R

hCLuc 100-150y R

yCLuc 100-150h N

yCLuc 102,135,138m N

hCLuc N

1662 bp

hCLuc+TCTT +R
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0 5 10 15 20 25 30

KmBGA1mc21C6T 1_50

KmBGA1mc21C6T 1_100

KmBGA1mc21C6T 1_150

KmBGA1mc21C6T 1_200

KmBGA1mc21C6T 1_250

KmBGA1mc21C6T 1_300

KmBGA1mc21

int+KmBGA1mc21

KmBGA1

int+KmBGA1

x10 RLU/OD

WT (KmBGA1, 1-3078)

WT (KmBGA1, 1-3078)

WT(301-3078)
1-300

WT(251-3078)T
1-250

WT(301-3078)
1-300

WT(201-3078)T
1-200

WT(151-3078)T
1-150

WT(101-3078)T
1-100

WT(51-3078)

T

1-50

WT(301-3078)T
1-300

WT+intron

WT

mc21+intron

mc21

mc21C6T

mc21(1_250)C6T-WT(251_3078)

mc21(1_200)C6T-WT(201_3078)

mc21(1_150)C6T-WT(151_3078) 

mc21(1_100)C6T-WT(101_3078)

mc21(1_50)C6T-WT(51_3078)

S2-9 TCTT

TCTT C6T T KmBGA1-mc21 mc21

1-300 bp 300 bp KmBGA1 CDS -

5 -UTR RPS25Ai

mc21 KmBGA1 -
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S2-10 5 -UTR TCTT IME

A hCLuc 5 -UTR TCTT

TCTT

hCLuc TCTT-hCLuc 100

B TCTT

TCCT IME

hCLuc 5 -UTR 4

0 5 10 15 20

TCTT
aCTT
gCTT
cCTT
TaTT
TtTT
TgTT
TCaT
TCgT
TCcT
TCTa
TCTg
TCTc

hCLuc

TCTT

cCTT

TCgT

TCTc

TCCT

+

-
+

-
+

-
+

-
+

-
+

-

***

***

***

***

***

10³ RLU/OD

A

B

0 5 10 15 20 25

0

100

75

54

84

48

50

60

53

77

49

62

48

82

IME

1.2

1.3

54.1

4.4

2.8

3.6

10³ RLU/OD
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TDH3-50-TCTT-CLuc

10

20

30

40

60

50

70

10

20

30

40

60

50

TDH3-50-CLuc

TCTT

TDH3-50-yCLuc

150

130

140

160

230

220

200

190

180

250
240

310 290

102

135
138

TCTT

150

140

160

170
180

190

200
210

230
220

250 240

260 270

290

300

310

320

102

135
138

TDH3-50-yCLuc T102, 135, 138C
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40

TDH3-50-yRoGLU1

30

20

50

80

90

1850

320
330

340

100

yRo 40-48

TDH3-50-yRoGLU1[40-48mc8]
50

60

70

80

90

110

120
130

140

210

1850

100

mc8 40-48

TDH3-50-TCTT-yRoGLU1[40-48mc8]

50

60

70

8090

110

120

140
100

mc8 40-48
30

40TCTT
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TDH3-50-KmBGA1_4-6mc21

10
20

30

40

50

60110120

130 140

150

100
70

90

4-6TCC

40

TDH3-50-KmBGA1

50

60

70

80

90

110120

130

140

150

160

100

6T

40

50

60

70

8090

TDH3-50-mc21 30

40

50

6070

80

90

30

TDH3-50-TCTT-mc21

TCTT
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TDH3-50-mc8[40-48yRoGLU1]

40

6070

80

50
110

1

20

100

3090

10

yRo 40-48

TDH3-50-mc8

70

80

40-48
100

S2-11 2 mRNA

mRNA RNAstructureWeb*1 CDS CDS TDH3

5 -UTR 50 TCTT 303.15K

5

*1http://rna.urmc.rochester.edu/RNAstructureWeb/Servers/Predict1/Predict1.html
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S2-12 S. cerevisiae TCTT

S. cerevisiae CDS Web Saccharomyces Genome Database3(Genome

Release 64-3-1) 5 -UTR(-30 bp -1 bp) CDS 1 bp-300 bp

TCTT

CDS TCTT

C
D

S

-30-300 bp TCTT
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DNA DNA DNA
DNA DNA

DNA

- - 1 URA3+1160c CAGTCTGTGAAACATCTTTCTACCA -

- - 2 TDH3-1c(40) TTTGTTTGTTTATGTGTGTTTATTCGAAACTAA
GTTCTTG -

- - 3 TDH3-40-GTAAGT caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGT -

- - 4 TDH3-40-GTATGT caagaacttagtttcgaataaacacacataaacaaacaaaGT
ATGT -

- - 5 TDH3-40-CAAAGT caagaacttagtttcgaataaacacacataaacaaacaaaCA
AAGT -

- - 6 yCLuc+1 ATGAAGACCTTGATCTTGGCTGTCG -

- - 7 yCLuc+100c aggtagggacagtgttcggtgggtc -

RAK21799 YCp[TDH3p-yCLuc-URA3] 8 pRS316URA3-270-TDH3-572 tatgcggcatcagagcagattgtactgagagtgcaccataGCT
GTAACCCGTACATGCCCAA

RAK21803 YCp[TDH3p-RPS25Ai-yCLuc-URA3] 9 URA3+771c TTCCCAGCCTGCTTTTCTGTAACGT

- - 10 URA3+712(30) tttgcaaagggaagggatgctaaggtagag

- - 11 pRS316URA3-231c tatggtgcactctcagtacaatctg

RAK16930 ura3D0::TDH3p-TAN1i-yCLuc-URA3 12 acaaaTAN1intron-yCLuc+1
acaaaGTATGTCTGTCTGCACACGAATTAGAGT
TCTTTAAGTACTAACGATCAAAAGTAATAGatg
aagaccttgatcttggc

RAK16933 ura3D0::TDH3p-AML1i-yCLuc-URA3 13 acaaaAML1intron-yCLuc+1
acaaaGTAAGTACAGGATATTTTCAACACAGTA
ACGTAGAATTACTAACTAACACGAAACTTAAT
AGatgaagaccttgatcttggc

RAK16936 ura3D0::TDH3p-QCR10i-yCLuc-URA3 14 acaaaQCR10intron-yCLuc+1
acaaaGTAAGTATCCTATCATATTATGTGAGCT
AGAACCGAATTAGTATACTAACATTTATAATA
CAGatgaagaccttgatcttggc

RAK16939 ura3D0::TDH3p-DID4i-yCLuc-URA3 15 acaaaDID4intron-yCLuc+1
acaaaGTATGTTGTTCTGTATTTGGATCAGTTA
TTTTAGTGAACATACTAACGTTAATTATTTGAG
TTTTTAGatgaagaccttgatcttggc

RAK16942 ura3D0::TDH3p-RUB1i-yCLuc-URA3 16 acaaaRUB1intron-yCLuc+1
acaaaGTATGTTCATTCAGTGGTTAATTATCTT
TTAAGTTTATTTACGTTTTTGAGACCTTACTAA
CGACCAGGATAGatgaagaccttgatcttggc

RAK16945 ura3D0::TDH3p-POP8i-yCLuc-URA3 17 acaaaPOP8intron-yCLuc+1
acaaaGTATGTATATTTTTGACTTTTTGAGTCTC
AACTACCGAAGAGAAATAAACTACTAACGTAC
TTTAATATTTATAGatgaagaccttgatcttggc

DNA

DNA
: RAK7143, RAK8424

: 8/9

DNA
: pRS316

: 10/11

: BY4741

DNA

1st PCR
:RAK8424

 12-19/1

2nd PCR
: 100 1st PCR

: 3, 4/1

: RAK5125
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RAK16948 ura3D0::TDH3p-AIM1i-yCLuc-URA3 18 acaaaAIM11intron-yCLuc+1
acaaaGTATGTATTTTGTCCTAGTTCAGTGGCC
AAAACTAATAATAGGATATAGTTACTAACACC
GTCTACTGAAAGCAGatgaagaccttgatcttggc

RAK16951 ura3D0::TDH3p-PCC1i-yCLuc-URA3 19 acaaaPCC1intron-yCLuc+1
acaaaGTAAGTAGAAGCAGTTTTTCAATGGGAA
GACCGCACTGCATAGTTTACTAACTATTTAAA
CTTTCCAAACATTAGatgaagaccttgatcttggc

RAK16957 ura3D0::TDH3p-QCR10iATGd-yCLuc-URA3 20 acaaaQCR10intronATGdel-yCLuc+1
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACATTTATAATA
CAGatgaagaccttgatcttggc

RAK16981 ura3D0::TDH3p-QCR10ATGd5'CA-yCLuc-URA3 21 acaaaQCR10int5caATGdel-yCLuc+1
acaaaCAAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACATTTATAATA
CAGatgaagaccttgatcttggc

RAK28719 ura3D0::TDH3p-QCR10i-21a5'a-yCLUc-URA3 22 acaaaQCR10i21a5'a-yCLuc+1
acaaaGTAAaaATCCTATCATATTAaGTGAGCTA
GAACCGAATTAGTATACTAACATTTATAATAC
AGatgaagaccttgatcttggc

RAK28722 ura3D0::TDH3p-QCR10i-21a5'c-yCLUc-URA3 23 acaaaQCR10i21a5'c-yCLuc+1
acaaaGTccccATCCTATCATATTAaGTGAGCTA
GAACCGAATTAGTATACTAACATTTATAATAC
AGatgaagaccttgatcttggc

RAK28725 ura3D0::TDH3p-QCR10i-21aBPt-yCLUc-URA3 24 acaaaQCR10i21aBPt-yCLuc+1
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAtCATTTATAATAC
AGatgaagaccttgatcttggc

RAK28728 ura3D0::TDH3p-QCR10i-21a3'Ac-yCLUc-URA3 25 acaaaQCR10i21a3'Ac-yCLuc+1
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACATTTATAATA
CAcatgaagaccttgatcttggc

RAK33186 ura3D0::TDH3p-QCR10i-21a3'tG-yCLUc-URA3 26 acaaaQCR10i21a3'tG-yCLuc+1
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACATTTATAATA
CtGatgaagaccttgatcttggc

RAK28734 ura3D0::TDH3p-QCR10i-21a51_58c-yCLUc-URA3 115 acaaaQCR10i21a51_58c-yCLuc+1
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACccccccccTACA
Gatgaagaccttgatcttggc

RAK28737 ura3D0::TDH3p-QCR10i-21a3'aaa-yCLUc-URA3 27 acaaaQCR10i21a3'aaa-yCLuc+1
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACATTTATAAaAa
AGatgaagaccttgatcttggc

RAK28740 ura3D0::TDH3p-QCR10i-51_52d-yCLUc-URA3 28 acaaaQCR10i5152d-yCLuc+1
acaaaGTAAGTATCCTATCATATTATGTGAGCT
AGAACCGAATTAGTATACTAACTTATAATACA
Gatgaagaccttgatcttggc

RAK28743 ura3D0::TDH3p-QCR10i-21a51_52d-yCLUc-URA3 29 acaaaQCR10iATG5152del-yCLuc+1
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACTTATAATACA
Gatgaagaccttgatcttggc

DNA

1st PCR
:RAK8424

 20, 21/1

2nd PCR
: 100 1st PCR

: 3, 5/1

: RAK5125

DNA

1st PCR
:RAK8424
 22-31, 115/1

2nd PCR
: 1000 1st PCR

: 3, 32, 33/1

: RAK5125
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RAK28746 ura3D0::TDH3p-QCR10i-51_54d-yCLUc-URA3 30 acaaaQCR10i51_54d-yCLuc+1
acaaaGTAAGTATCCTATCATATTATGTGAGCT
AGAACCGAATTAGTATACTAACATAATACAGat
gaagaccttgatcttggc

RAK28749 ura3D0::TDH3p-QCR10i-21a51_54d-yCLUc-URA3 31 acaaaQCR10iATG51_54del-yCLuc+1
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACATAATACAGat
gaagaccttgatcttggc

32 TDH3-40-GTAAaaATCCTATC caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAaaATCCTATC

33 TDH3-40-GTccccATCCTATC caagaacttagtttcgaataaacacacataaacaaacaaaGT
ccccATCCTATC

RAK19693 ura3D0::TDH3p-QCR10i7-16d-yCLuc-URA3 34 acaaaQCR10i-7-16d-ATGd-yCLuc+1
acaaaGTAAGTATTAaGTGAGCTAGAACCGAAT
TAGTATACTAACATTTATAATACAGatgaagacctt
gatcttggc

RAK19696 ura3D0::TDH3p-QCR10i7-26d-yCLuc-URA3 35 acaaaQCR10i-7-26d-yCLuc+1 acaaaGTAAGTCTAGAACCGAATTAGTATACTA
ACATTTATAATACAGatgaagaccttgatcttggc

RAK19699 ura3D0::TDH3p-QCR10i7-36d-yCLuc-URA3 36 acaaaQCR10i-7-36d-yCLuc+1 acaaaGTAAGTATTAGTATACTAACATTTATAAT
ACAGatgaagaccttgatcttggc

RAK19702 ura3D0::TDH3p-QCR10i7-43d-yCLuc-URA3 37 acaaaQCR10i-7-43d-yCLuc+1 acaaaGTAAGTTACTAACATTTATAATACAGatg
aagaccttgatcttggc

RAK28113 ura3D0::TDH3p-QCR10i7-44d-yCLuc-URA3 38 TDH3-40-QCR10i7_44d+yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTACTAACATTTATAATACAGatgaagaccttga
tcttggc

RAK28115 ura3D0::TDH3p-QCR10i7-45d-yCLuc-URA3 39 TDH3-40-QCR10i7_45d+yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTCTAACATTTATAATACAGatgaagaccttgatc
ttggc

RAK28117 ura3D0::TDH3p-QCR10i7-46d-yCLuc-URA3 40 TDH3-40-QCR10i7_46d+yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTTAACATTTATAATACAGatgaagaccttgatctt
ggc

RAK28120 ura3D0::TDH3p-QCR10i7-47d-yCLuc-URA3 41 TDH3-40-QCR10i7_47d+yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTAACATTTATAATACAGatgaagaccttgatcttg
gc

RAK28123 ura3D0::TDH3p-QCR10i7-48d-yCLuc-URA3 42 TDH3-40-QCR10i7_48d+yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTACATTTATAATACAGatgaagaccttgatcttgg
c

RAK28092 ura3D0::TDH3p-QCR10i7-43d51-52d-yCLuc-URA3 43 TDH3p_5'BPTTATAATACAGyCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTtactaacTTATAATACAGatgaagaccttgatcttg
gc

RAK28095 ura3D0::TDH3p-QCR10i7-43d51-54d-yCLuc-URA3 44 TDH3p_5'BPATAATACAGyCLuc+1 caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTtactaacATAATACAGatgaagaccttgatcttggc

DNA

1st PCR
:RAK8424

 34-37/1

2nd PCR
: 100 1st PCR

: 3/1

: RAK5125

DNA

PCR
:RAK8424

 38-47, 131-133/1
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RAK28098 ura3D0::TDH3p-QCR10i7-43d51-56d-yCLuc-URA3 45 TDH3p_5'BPAATACAGyCLuc+1 caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTtactaacAATACAGatgaagaccttgatcttggc

RAK28101 ura3D0::TDH3p-QCR10i7-43d51-58d-yCLuc-URA3 46 TDH3p_5'BPTACAGyCLuc+1 caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTtactaacTACAGatgaagaccttgatcttggc

RAK28104 ura3D0::TDH3p-QCR10i7-43d51-60d-yCLuc-URA3 47 TDH3p_5'BPCAGyCLuc+1 caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTtactaacCAGatgaagaccttgatcttggc

RAK34354 ura3D0::TDH3p-QCR10i7-43d51-61d-yCLuc-URA3 131 TDH3-30-QCR10mi51_61d-yCLuc+1
GTTTCGAATAAACACACATAAACAAACAAAgta
agttactaacagATGAAGACCTTGATCTTGGCTGT
CGCTTTG

RAK34356 ura3D0::TDH3p-QCR10i7-43d51-62d-yCLuc-URA3 132 TDH3-30-QCR10mi51_62d-yCLuc+1
GTTTCGAATAAACACACATAAACAAACAAAgta
agttactaacgATGAAGACCTTGATCTTGGCTGTC
GCTTTG

RAK34358 ura3D0::TDH3p-QCR10i7-43d51-63d-yCLuc-URA3 133 TDH3-30-QCR10mi51_63d-yCLuc+1
GTTTCGAATAAACACACATAAACAAACAAAgta
agttactaacATGAAGACCTTGATCTTGGCTGTCG
CTTTG

RAK25796 ura3D0::TDH3p-QCR10im5'Ga-yCLuc-URA3 48 TDH3-QCR10imin5´Ga-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGa
AAGTTACTAACATTTATAATACAGatgaagaccttg
atcttggc

RAK25805 ura3D0::TDH3p-QCR10im5'a-yCLuc-URA3 49 TDH3-QCR10imin5´a-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
aaaaTACTAACATTTATAATACAGatgaagaccttga
tcttggc

RAK25808 ura3D0::TDH3p-QCR10im5'c4-yCLuc-URA3 50 TDH3-QCR10imin5´c4-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
ccccTACTAACATTTATAATACAGatgaagaccttgat
cttggc

RAK25829 ura3D0::TDH3p-QCR10im5'tata-yCLuc-URA3 51 TDH3-QCR10imin5´tata-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGTt
ataTACTAACATTTATAATACAGatgaagaccttgatc
ttggc

RAK25796 ura3D0::TDH3p-QCR10imBPt-yCLuc-URA3 52 TDH3-QCR10iminBPt-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTTACTAtCATTTATAATACAGatgaagaccttga
tcttggc

RAK25790 ura3D0::TDH3p-QCR10im51-58rand-yCLuc-URA3 53 TDH3-QCR10imin4_21rand-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTTACTAACtgcagatcTACAGatgaagaccttgatc
ttggc

RAK25814 ura3D0::TDH3p-QCR10im51-58c-yCLuc-URA3 54 TDH3-QCR10imin4_21c-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTTACTAACccccccccTACAGatgaagaccttgat
cttggc

RAK25787 ura3D0::TDH3p-QCR10im51-58atx4-yCLuc-URA3 55 TDH3-QCR10imin4_21atx4-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTTACTAACatatatatTACAGatgaagaccttgatctt
ggc

DNA

PCR
:RAK8424

 48-59/1

: RAK5125

: RAK5125
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RAK25820 ura3D0::TDH3p-QCR10im51-58comp-yCLuc-URA3 56 TDH3-QCR10imin4_21comp-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTTACTAACtaaatattTACAGatgaagaccttgatctt
ggc

RAK25802 ura3D0::TDH3p-QCR10im3'Ac-yCLuc-URA3 57 TDH3-QCR10imin3´Ac-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTTACTAACATTTATAATACAcatgaagaccttg
atcttggc

RAK25823 ura3D0::TDH3p-QCR10im3'tc-yCLuc-URA3 58 TDH3-QCR10imin3´tc-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTTACTAACATTTATAATACtcatgaagaccttgat
cttggc

RAK25799 ura3D0::TDH3p-QCR10im3'tG-yCLuc-URA3 59 TDH3-QCR10imin3´tG-yCLuc+1
caagaacttagtttcgaataaacacacataaacaaacaaaGT
AAGTTACTAACATTTATAATACtGatgaagaccttga
tcttggc

RAK31939 YEp[TDH3p-QCR10i-yEmRFP] 60 acaaaATGQCR10i-yEmRFP+4
acaaaATGGTAAGTATCCTATCATATTATGTGA
GCTAGAACCGAATTAGTATACTAACATTTATA
ATACAGgtttcaaaaggtgaagaagataata

RAK31940 YEp[TDH3p-QCR10i43d-yEmRFP] 61 acaaaATGQCR10i43d-yEmRFP+4
acaaaATGGTAAGTATCCTATCATATTATGTGA
GCTAGAACCGAATTAGTTACTAACATTTATAA
TACAGgtttcaaaaggtgaagaagataata

RAK31941 YEp[TDH3p-QCR10i43d5'ca-yEmRFP] 62
acaaaATGcaAAGTATCCTATCATATTATGTGA
GCTAGAACCGAATTAGTTACTAACATTTATAA
TACAGgtttcaaaaggtgaagaagataata

RAK31942 YEp[TDH3p-QCR10i43d3'tc-yEmRFP] 63
acaaaATGGTAAGTATCCTATCATATTATGTGA
GCTAGAACCGAATTAGTTACTAACATTTATAA
TACtcgtttcaaaaggtgaagaagataata

RAK31943 YEp[TDH3p-QCR10i43dBPt-yEmRFP] 64 acaaaATGQCR10i43dBPt-yEmRFP+4
acaaaATGGTAAGTATCCTATCATATTATGTGA
GCTAGAACCGAATTAGTTACTAtCATTTATAAT
ACAGgtttcaaaaggtgaagaagataata

RAK31944 YEp[TDH3p-QCR10i7-43d-yEmRFP] 65 acaaaATGQCR10i-7_43d-yEmRFP+4 acaaaATGGTAAGTTACTAACATTTATAATACA
Ggtttcaaaaggtgaagaagataata

RAK31945 YEp[TDH3p-QCR10i7-36d43d-yEmRFP] 66 acaaaATGQCR10i7_36d43dyEmRFP+4 acaaaATGGTAAGTATTAGTTACTAACATTTAT
AATACAGgtttcaaaaggtgaagaagataata

RAK31946 YEp[TDH3p-QCR10i7-27d43d-yEmRFP] 67 acaaaATGQCR10i7_27d43dyEmRFP+4
acaaaATGGTAAGTTAGAACCGAATTAGTTACT
AACATTTATAATACAGgtttcaaaaggtgaagaagata
ata

RAK31947 YEp[TDH3p-QCR10i7-15d43d-yEmRFP] 68 acaaaATGQCR10i7_15d43dyEmRFP+4
acaaaATGGTAAGTTATTATGTGAGCTAGAACC
GAATTAGTTACTAACATTTATAATACAGgtttcaa
aaggtgaagaagataata

- - 69 TDH3-40-ATGGTAAGT caagaacttagtttcgaataaacacacataaacaaacaaaAT
GGTAAGT

- - 70 TDH3-40-ATGcaAAGT caagaacttagtttcgaataaacacacataaacaaacaaaATc
aTAAGT

- - 71 URA3+650 ATAGAACCGTGGATGATGTGGTCTC

DNA

DNA
1st PCR

: YEpGAPCherry
: 60-68/71

2nd PCR
s: 1000 1st PCR

: 69, 70/71

DNA
: YEpGAPCherry

: 72/73

 BY4741
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- - 72 ScURA3+771c(30) ttcccagcctgcttttctgtaacgttcacc

- - 73 ATGc-TDH3-1c CATgaattcTTTGTTTGTTTATGTGTGTT

RAK31961 YCp[TDH3p-OpQCR10i-yCLuc] 74 TDH3-30-OpQCR10i-yCLuc+1
gtttcgaataaacacacataaacaaacaaaGTAAGTATTG
ACTCCTTTCAGTTGCCCTAACCTTCAGatgaag
accttgatcttggctgtcg

RAK31963 YCp[TDH3p-ScQCR10i-yCLuc] 75 ScQCR10i-yCLuc+1
GTAAGTATCCTATCATATTATGTGAGCTAGAA
CCGAATTAGTATACTAACATTTATAATACAGat
gaagaccttgatcttggctgtcg

RAK31964 YCp[TDH3p-DmQCR10i-yCLuc] 76 DmQCR10i-yCLuc+1
GTAAGTATAATCCTGTTATGTAAGCAAAGTTT
CCTGGCCAAATCTCAAGATTTCCCCGCTTTG
CAGatgaagaccttgatcttggctgtcg

RAK31965 YCp[TDH3p-SpQCR10i2-yCLuc] 77 SpQCR10i2-yCLuc+1
GTAGGATTGCTGAATCTAACTTCAATATATGA
TTATTAACATTAAATTTTAGatgaagaccttgatcttgg
ctgtcg

RAK31966 YCp[TDH3p-CvOpQCR10i-yCLuc] 78 CvQCR10i-yCLuc+1
GTATGTATCGAAAGTACTAGAATGTGATAAGA
GAAGTTAAGGGATTGGAAAACTAACTTGCATA
TGGCAGatgaagaccttgatcttggctgtcg

RAK31967 YCp[TDH3p-DhQCR10i-yCLuc] 79 DhQCR10i+31-yCLuc+1
AGCATTTGGGAGATGATTCGTTTCGAAGCGT
ATTAAGATGAAATTTACTAACGTGAAAAATTA
AGatgaagaccttgatcttggctgtcg

RAK31968 YCp[TDH3p-PpQCR10i-yCLuc] 80 PpQCR10i+31-yCLuc+1
AGGCACACAAACCGTTTCTGCAGTGATGATT
TGATTTTTACAAACATGTTCTAACATTTCAGat
gaagaccttgatcttggctgtcg

- - 81 TDH3-30-ScQCR10i
gtttcgaataaacacacataaacaaacaaaGTAAGTATCC
TATCATATTATGTGAGCTAGAACCGAATTAGT
ATACTAACATTTATAATACAG

- - 82 TDH3-30-DmQCR10i
gtttcgaataaacacacataaacaaacaaaGTAAGTATAA
TCCTGTTATGTAAGCAAAGTTTCCTGGCCAAA
TCTCAAGATTTCCCCGCTTTGCAG

- - 83 TDH3-30-SpQCR10i2
gtttcgaataaacacacataaacaaacaaaGTAGGATTG
CTGAATCTAACTTCAATATATGATTATTAACAT
TAAATTTTAG

- - 84 TDH3-30-CvQCR10i
gtttcgaataaacacacataaacaaacaaaGTATGTATCG
AAAGTACTAGAATGTGATAAGAGAAGTTAAG
GGATTGGAAAACTAACTTGCATATGGCAG

- - 85 TDH3-30-DhQCR10i1_55
gtttcgaataaacacacataaacaaacaaaGTAAGTATTA
TTGATTATTAGAAGGACTTAAGCATTTGGGAG
ATGATTCGTTTCG

- - 86 TDH3-30-PpQCR10i1_55
gtttcgaataaacacacataaacaaacaaaGTAAGTGGC
ATTATGATAACCCTCCGGTGCAGGCACACAA
ACCGTTTCTGCAGTG

DNA

DNA
1st PCR
: YCp[TDH3p-yCLuc]

: 74-80/7

2nd PCR
: 1000 1st PCR

: 81-86/7
( 1st PCR ndPCR

)

DNA
: YCp[TDH3p-yCLuc]

: 2/6

: BY4741
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RAK29427 YCp[TDH3p-OpQCR10iScBP-yCLuc] 87 OpQCR10iScBP-yCLuc+1 GTAAGTATTGACTCCTTTCAGTTGtaCTAACCT
TCAGatgaagaccttgatcttggctgtcg

RAK31969 YCp[TDH3p-DmQCR10iScBP-yCLuc] 88 DmQCR10iScBP-yCLuc+1
GTAAGTATAATCCTGTTATGTAAGCAAAGTTT
CCTGGCCAAATactAAcATTTCCCCGCTTTGCA
Gatgaagaccttgatcttggctgtcg

RAK31970 YCp[TDH3p-SpQCR10i2ScBP-yCLuc] 89 SpQCR10i2ScBP-yCLuc+1
GTAGGATTGCTGAATCTAACTTCAATATATGA
TTAcTAACATTAAATTTTAGatgaagaccttgatcttgg
ctgtcg

RAK29290 YCp[TDH3p-CvQCR10iScBP-yCLuc] 90 CvQCR10iScBP-yCLuc+1
GTATGTATCGAAAGTACTAGAATGTGATAAGA
GAAGTTAAGGGATTGGAAtACTAACTTGCATA
TGGCAGatgaagaccttgatcttggctgtcg

RAK31971 YCp[TDH3p-PpQCR10iScBP-yCLuc] 91 PpQCR10i+31ScBP-yCLuc+1
AGGCACACAAACCGTTTCTGCAGTGATGATT
TGATTTTTACtAACATGTTCTAACATTTCAGatg
aagaccttgatcttggctgtcg

- - 92 TDH3-30-OpQCR10i+1_24 gtttcgaataaacacacataaacaaacaaaGTAAGTATTG
ACTCCTTTCAGTTG

- - 93 TDH3-30-DmQCR10i+1 gtttcgaataaacacacataaacaaacaaaGTAAGTATAA
TCCTGTTATGTAAGC

- - 94 TDH3-30-SpQCR10i2+1 gtttcgaataaacacacataaacaaacaaaGTAGGATTG
CTGAATCTAACTTCAA

- - 95 TDH3-30-CvQCR10i+1 gtttcgaataaacacacataaacaaacaaaGTATGTATCG
AAAGTACTAGAATGT

RAK31972 YCp[TDH3p-SpQCR10i25'-4t-yCLuc] 96 TDH3-30-SpQCR10i25'GTAtGA+1+ gtttcgaataaacacacataaacaaacaaaGTAtGATTGC
TGAATCTAACTTCAA

RAK29442 YCp[TDH3p-SpQCR10i25'-6t-yCLuc] 97 TDH3-30-SpQCR10i25'GTAGGt+1+ gtttcgaataaacacacataaacaaacaaaGTAGGtTTGC
TGAATCTAACTTCAA

RAK29445 YCp[TDH3p-SpQCR10i25'-46t-yCLuc] 98 TDH3-30-SpQCR10i25'GTAtGt+1+ gtttcgaataaacacacataaacaaacaaaGTAtGtTTGCT
GAATCTAACTTCAA

RAK31973 YCp[TDH3p-SpQCR10i25'-4tScBP-yCLuc] - - -

DNA

DNA
1st PCR
: YCp[TDH3p-yCLuc]

DNA

DNA
1st PCR
: YCp[TDH3p-yCLuc]

: 87-91/7

2nd PCR
: 100 1st PCR

: 86, 92-95/7

DNA
: YCp[TDH3p-yCLuc]

: 2/6
: BY4741

DNA

DNA
1st PCR
: YCp[TDH3p-yCLuc]

: 77/7
2nd PCR

: 1000 1st PCR
: 96-98/7

DNA
: YCp[TDH3p-yCLuc]

: 2/6

: BY4741
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RAK29451 YCp[TDH3p-SpQCR10i25'5'-6tScBP-yCLuc] - - -

RAK29454 YCp[TDH3p-SpQCR10i25'-46tScBP-yCLuc] - - -

RAK32849 YCp[TDH3p-TAN1i-yCLuc-URA3] - - -

RAK32852 YCp[TDH3p-AML4-yCLuc-URA3] - - -

RAK32855 YCp[TDH3p-QCR10i-yCLuc-URA3] - - -

RAK32862 YCp[TDH3p-DID4i-yCLuc-URA3] - - -

RAK32865 YCp[TDH3p-RUB1i-yCLuc-URA3] - - -

RAK32873 YCp[TDH3p-POP8i-yCLuc-URA3] - - -

RAK32876 YCp[TDH3p-AIM4i-yCLuc-URA3] - - -

RAK32879 YCp[TDH3p-PCC1-yCLuc-URA3] - - -

- - 99 ScTDH3-133 GACGGTAGGTATTGATTGTAATTCTG

- - 100 URA3+880c gtaataactgatataattaaattgaagctc

RAK33036 YCp[TDH3p-TAN1iT4a7_36d-yCLuc-URA3] 101 TDH3-25-TAN1iT4A7_36d-yCLuc+1
gaataaacacacataaacaaacaaaGTAAGTTACTAA
CGATCAAAAGTAATAGatgaagaccttgatcttggctgtc
g

RAK33039 YCp[TDH3p-AML4i7_37d-yCLuc-URA3] 102 TDH3-25-AML4i7_37d-yCLuc+1
gaataaacacacataaacaaacaaaGTAAGTTACTAA
CTAACACGAAACTTAATAGatgaagaccttgatcttgg
ctgtcg

RAK33042 YCp[TDH3p-QCR10i7_43d-yCLuc-URA3] 103 TDH3-25-QCR10i7_43d-yCLuc+1 gaataaacacacataaacaaacaaaGTAAGTTACTAA
CATTTATAATACAGatgaagaccttgatcttggctgtcg

RAK33045 YCp[TDH3p-DID4iT4a7_40d-yCLuc-URA3] 104 TDH3-25-DID4iT4A7_40d-yCLuc+1
gaataaacacacataaacaaacaaaGTAAGTTACTAA
CGTTAATTATTTGAGTTTTTAGatgaagaccttgatct
tggctgtcg

RAK33048 YCp[TDH3p-RUB1iT4a7_55d-yCLuc-URA3] 105 TDH3-25-RUB1iT4A7_55d-yCLuc+1 gaataaacacacataaacaaacaaaGTAAGTTACTAA
CGACCAGGATAGatgaagaccttgatcttggctgtcg

RAK33051 YCp[TDH3p-POP8iT4a7_50d-yCLuc-URA3] 106 TDH3-25-POP8iT4A7_50d-yCLuc+1
gaataaacacacataaacaaacaaaGTAAGTTACTAA
CGTACTTTAATATTTATAGatgaagaccttgatcttggc
tgtcg

: 77/7

2nd PCR
: 1000 1st PCR

: 96-98/7

DNA
: YCp[TDH3p-yCLuc]

: 2/6

: BY4741

DNA

DNA
1st PCR

:  RAK16930, RAK16933, RAK16936,
RAK16939, RAK16942, RAK16945, RAK16948,

RAK16951 DNA
: 99/100

DNA
: YCp[TDH3p-yCLuc]

: 2/6

: BY4741

DNA

DNA
101-108 DNA

DNA
: YCp[TDH3p-yCLuc]

: 2/6

: BY4741
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RAK33054 YCp[TDH3p-AIM4iT4a7_50d-yCLuc-URA3] 107 TDH3-25-AIM4iT4A7_50d-yCLuc+1
gaataaacacacataaacaaacaaaGTAAGTTACTAA
CACCGTCTACTGAAAGCAGatgaagaccttgatcttg
gctgtcg

RAK33057 YCp[TDH3p-PCC17_36d-yCLuc-URA3] 108 TDH3-25-PCC1i7_45d-yCLuc+1
gaataaacacacataaacaaacaaaGTAAGTTACTAA
CTATTTAAACTTTCCAAACATTAGatgaagaccttg
atcttggctgtcg

RAK33210 YCp[TDH3p-TAN1iT4A-yCLuc-URA3] - - -

RAK33213 YCp[TDH3p-DID4iT4A-yCLuc-URA3] - - -

RAK33216 YCp[TDH3p-POP8iT4A-yCLuc-URA3] - - -

RAK33219 YCp[TDH3p-RUB1iT4A-yCLuc-URA3] - - -

RAK33222 YCp[TDH3p-AIM4iT4A-yCLuc-URA3] - - -

RAK33647 ura3D0::TDH3p-QCR10i-yCLucG6A-URA3 109 acaaaQCR10i-yCLuc+1G6A
acaaaGTAAGTATCCTATCATATTATGTGAGCT
AGAACCGAATTAGTATACTAACATTTATAATA
CAGatgaaaaccttgatcttggctgtcgctttg

RAK33649 ura3D0::TDH3p-QCR10i21a-yCLucG6A-URA3 110 acaaaQCR10i21a-yCLuc+1G6A
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACATTTATAATA
CAGatgaaaaccttgatcttggctgtcgctttg

RAK33651 ura3D0::TDH3p-QCR10i21a3'Ac-yCLucG6A-URA3 111 acaaaQCR10i21a3'Ac-yCLuc+1G6A
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACATTTATAATA
CAcatgaaaaccttgatcttggctgtcgctttg

RAK33679 ura3D0::TDH3p-QCR10i21a3'tG-yClucG6A-URA3 112 acaaaQCR10i21a3'tG-yCLuc+1G6A
acaaaGTAAGTATCCTATCATATTAaGTGAGCT
AGAACCGAATTAGTATACTAACATTTATAATA
CtGatgaaaaccttgatcttggctgtcgctttg

RAK36627 ura3D0::TDH3p-QCR10i21a8_10aaa-yCluc-URA3 113 TDH3-30-QCR10i8_10a21a gtttcgaataaacacacataaacaaacaaaGTAAGTAaaa
TATCATATTAaGTGA

RAK36629 ura3D0::TDH3p-QCR10i21a5'ca8_10aaa-yCluc-URA3 114 TDH3-30-QCR10i5'ca8_10a21a gtttcgaataaacacacataaacaaacaaacaAAGTAaaaT
ATCATATTAaGTGA

DNA

DNA
1st PCR

: RAK16930, RAK16939, RAK16942,
RAK16945, RAK16948 DNA

: 3/100

DNA
: YCp[TDH3p-yCLuc]

: 2/6

: BY4741

DNA

DNA
1st PCR

:RAK8424
 109-112/1

2nd PCR
: 1000 1st PCR

3/1

: RAK5125

DNA

DNA
PCR

:RAK16936
 113, 114/1

: RAK5125
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RAK16966 ura3D0::TDH3p-POP8iATGd-yCLuc-URA3 116 acaaaPOP8intronATGdel-yCLuc+1
acaaaGTAaGTATATTTTTGACTTTTTGAGTCTC
AACTACCGAAGAGAAATAAACTACTAACGTAC
TTTAATATTTATAGatgaagaccttgatcttggc

RAK16972 ura3D0::TDH3p-PCC1iATGd-yCLuc-URA3 117 acaaaPCC1intronATGdel-yCLuc+1
acaaaGTAaGTAGAAGCAGTTTTTCAAaGGGAA
GACCGCACTGCATAGTTTACTAACTATTTAAA
CTTTCCAAACATTAGatgaagaccttgatcttggc

RAK16978 ura3D0::TDH3p-AML15'ca-yCLuc-URA3 118 acaaaAML1int5ca-yCLuc+1
acaaaCAAAGTACAGGATATTTTCAACACAGTA
ACGTAGAATTACTAACTAACACGAAACTTAAT
AGatgaagaccttgatcttggc

RAK16990 ura3D0::TDH3p-POP8iATGd5'ca-yCLuc-URA3 119 acaaaPOP8int5caATGdel-yCLuc+1
acaaaCAAaGTATATTTTTGACTTTTTGAGTCTC
AACTACCGAAGAGAAATAAACTACTAACGTAC
TTTAATATTTATAGatgaagaccttgatcttggc

RAK16996 ura3D0::TDH3p-PCC1iATGd5'ca-yCLuc-URA3 120 acaaaPCC1int5caATGdel-yCLuc+1
acaaaCAAaGTAGAAGCAGTTTTTCAAaGGGAA
GACCGCACTGCATAGTTTACTAACTATTTAAA
CTTTCCAAACATTAGatgaagaccttgatcttggc

- - 121 ScTDH3-40 CAAGAACTTAGTTTCGAATAAACACACATAAA
C

- - 123 TDH3p-20c TATTCGAAACTAAGTTCTTGGTGTTTTAAAAC
TAA

- - 124 yCLuc+41 CTACTGTTCACTGTCAAGACTGTCCATACG

- - 126 yCLuc+11(20) tgatcttggctgtcgctttg

- - 127 yCLuc+90c(20) agtgttcggtgggtctggtt

- - 128 ScACT1+991(21) CAAACCGCTGCTCAATCTTCT

- - 129 ScACT1+1083c(20) TGGGGCTCTGAATCTTTCGT

130 yCLuc+399c ggttttagttaagacagcaccctta

qRT-PCR

DNA

DNA

DNA
1st PCR

:RAK8424
 116-120/1

2nd PCR
: 100 1st PCR

: 3, 5/1

: RAK5125
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S3-1 YCp21799 A B

TDH3p

yCLuc CDS URA3

AmpR

YCp21799

B

A

yCLuc

TDH3p

AmpR

URA3
Multi cloning site

EcOri

Cen/ARS

YCp21799
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tcgcgcgtttcggtgatgacggtgaaaacctctgacacatgcagctcccggagacggtcacagcttgtctgtaagcggatgccgggagcagacaagcccgtcagggcgcgtcagcgggtgttggc gggtgtcggggctggctta
actatgcggcatcagagcagattgtactgagagtgcaccataGCTGTAACCCGTACATGCCCAAAATAGGGGGCGGGTTACACAGAATATATAACATCGTAGGTGTCTGGGTGA
ACAGTTTATTCCTGGCATCCACTAAATATAATGGAGCCCGCTTTTTAAGCTGGCATCCAGAAAAAAAAAGAATCCCAGCACCAAAATATTGTTTTCTTCACCAA
CCATCAGTTCATAGGTCCATTCTCTTAGCGCAACTACAGAGAACAGGGGCACAAACAGGCAAAAAACGGGCACAACCTCAATGGAGTGATGCAACCTGCCT
GGAGTAAATGATGACACAAGGCAATTGACCCACGCATGTATCTATCTCATTTTCTTACACCTTCTATTACCTTCTGCTCTCTCTGATTTGGAAAAAGCTGAAAA
AAAAGGTTGAAACCAGTTCCCTGAAATTATTCCCCTACTTGACTAATAAGTATATAAAGACGGTAGGTATTGATTGTAATTCTGTAAATCTATTTCTTAAACTTC
TTAAATTCTACTTTTATAGTTAGTCTTTTTTTTAGTTTTAAAACACCAAGAACTTAGTTTCGAATAAACACACATAAACAAACAAA atgaagaccttgatcttggctgtcgctttggt
ctactgtgctactgttcactgtcaagactgtccatacgaaccagacccaccgaacactgtccctacctcttgtgaagctaaagaaggtgaatgtatcgattcttcttgtggtacttgtaccaggg acatattgtctgacggtttgtgtgaaaa
caagcctggcaagacttgttgtagaatgtgccaatacgttatcgaatgcagagttgaagcggcagggtggttcaggactttttacggtaaacgtttccaattccaagaaccaggtacttacgtct taggccaaggtaccaaaggtgga
gattggaaagtatccataacattagagaatcttgatggcactaagggtgctgtcttaactaaaacccggttagaagtcgctggtgatattatcgacatcgctcaagctactgagaatccgattac tgttaatggtggtgctgatcctatcat
cgccaacccttatactatcggtgaggttaccatcgccgtcgttgagatgccaggctttaacattaccgtaatcgagttcttcaagttgatcgtcatcgacatcttgggtggtcgttctgtcagaatcgctccagacactgctaacaagggtat
gatctctggtttgtgtggcgatctcaagatgatggaggacactgatttcacttcagatcctgagcagctagctatccaacctaagattaaccaagagttcgatgggtgtccgttatacggtaatcctgatgacgtcgcttactgtaaaggct
tgttggaaccatacaaagattcttgtaggaatcctatcaacttttactactataccatatcttgtgctttcgccaggtgcatggggggagacgagcgtgcatctcatgttttgttggactacagagagacttgtgctgctccagaaactagag
gtacttgtgtcttgtctggtcacactttctacgacactttcgacaaggctaggtaccaattccaagggccgtgcaaggaaatactaatggctgcggactgcttctggaacacttgggacgtcaaggtctctcaccgtaacgtggattctta
cactgaagtcgaaaaggtcaggattcgtaagcagtccactgtcgtcgaattgatcgttgacggtaagcaaatcttggtcggtggtgaagccgtttctgtgccatattcctctcaaaacacttcaa tatactggcaagacggtgacatctt
aaccactgctatcttgccagaagccttggtcgtcaagttcaacttcaagcagctattagttgttcatattagagacccattcgacggtaagacttgtggtatctgtggtaactacaatcaggact tctctgacgattctttcgacgctgaaggt
gcttgcgatctaacaccgaatccacctggttgtactgaagaacaaaagccagaagctgaacgtttgtgcaacagtttattcgctggtcaatccgatttggaccaaaagtgtaacgtctgtcacaagccagacagagttgaaagatgt
atgtacgaatactgtttgagaggtcaacaaggtttctgtgaccatgcttgggagttcaagaaggagtgctatatcaagcacggcgataccttagaggtcccagatgagtgcaagTAGcccccccccccccccTTTTCAATTC
AATTCATCATTTTTTTTTTATTCTTTTTTTTGATTTCGGTTTCTTTGAAATTTTTTTGATTCGGTAATCTCCGAACAGAAGGAAGAACGAAGGAAGGAGCACAGAC
TTAGATTGGTATATATACGCATATGTAGTGTTGAAGAAACATGAAATTGCCCAGTATTCTTAACCCAACTGCACAGAACAAAAACCTGCAGGAAACGAAGATAA
ATCATGTCGAAAGCTACATATAAGGAACGTGCTGCTACTCATCCTAGTCCTGTTGCTGCCAAGCTATTTAATATCATGCACGAAAAGCAAACAAACTTGTGTG
CTTCATTGGATGTTCGTACCACCAAGGAATTACTGGAGTTAGTTGAAGCATTAGGTCCCAAAATTTGTTTACTAAAAACACATGTGGATATCTTGACTGATTTTT
CCATGGAGGGCACAGTTAAGCCGCTAAAGGCATTATCCGCCAAGTACAATTTTTTACTCTTCGAAGACAGAAAATTTGCTGACATTGGTAATACAGTCAAATT
GCAGTACTCTGCGGGTGTATACAGAATAGCAGAATGGGCAGACATTACGAATGCACACGGTGTGGTGGGCCCAGGTATTGTTAGCGGTTTGAAGCAGGCGG
CAGAAGAAGTAACAAAGGAACCTAGAGGCCTTTTGATGTTAGCAGAATTGTCATGCAAGGGCTCCCTATCTACTGGAGAATATACTAAGGGTACTGTTGACAT
TGCGAAGAGCGACAAAGATTTTGTTATCGGCTTTATTGCTCAAAGAGACATGGGTGGAAGAGATGAAGGTTACGATTGGTTGATTATGACACCCGGTGTGGG
TTTAGATGACAAGGGAGACGCATTGGGTCAACAGTATAGAACCGTGGATGATGTGGTCTCTACAGGATCTGACATTATTATTGTTGGAAGAGGACTATTTGCA
AAGGGAAGGGATGCTAAGGTAGAGGGTGAACGTTACAGAAAAGCAGGCTGGGAAGCATATTTGAGAAGATGCGGCCAGCAAAACTAAAAAACTGTATTATAA
GTAAATGCATGTATACTAAACTCACAAATTAGAGCTTCAATTTAATTATATCAGTTATTACCCtatgcggtgtgaaataccgcacagatgcgtaaggagaaaataccgcatcaggaaattg
taaacgttaatattttgttaaaattcgcgttaaatttttgttaaatcagctcattttttaaccaataggccgaaatcggcaaaatcccttataaatcaaaagaatagaccgagatagggttgagt gttgttccagtttggaacaagagtccact
attaaagaacgtggactccaacgtcaaagggcgaaaaaccgtctatcagggcgatggcccactacgtgaaccatcaccctaatcaagttttttggggtcgaggtgccgtaaagcactaaatcgga accctaaagggagccccc
gatttagagcttgacggggaaagccggcgaacgtggcgagaaaggaagggaagaaagcgaaaggagcgggcgctagggcgctggcaagtgtagcggtcacgctgcgcgtaaccaccacacccgccgcgcttaatgcgc
cgctacagggcgcgtcgcgccattcgccattcaggctgcgcaactgttgggaagggcgatcggtgcgggcctcttcgctattacgccagctggcgaaagggggatgtgctgcaaggcgattaagt tgggtaacgccagggttttcc
cagtcacgacgttgtaaaacgacggccagtgaattgtaatacgactcactatagggcgaattgGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA
ATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCAGCttttgttccctttagtgagggttaatttcgagcttggcgtaatcatggtcatagctgtttcctgtgtgaaattg
ttatccgctcacaattccacacaacatacgagccggaagcataaagtgtaaagcctggggtgcctaatgagtgagctaactcacattaattgcgttgcgctcactgcccgctttccagtcgggaa acctgtcgtgccagctgcattaat
gaatcggccaacgcgcggggagaggcggtttgcgtattgggcgctcttccgcttcctcgctcactgactcgctgcgctcggtcgttcggctgcggcgagcggtatcagctcactcaaaggcggtaatacggttatccacagaatcag
gggataacgcaggaaagaacatgtgagcaaaaggccagcaaaaggccaggaaccgtaaaaaggccgcgttgctggcgttTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGA
CGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGC
TTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGC
TGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTG
GCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGT
ATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGT
TTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAagaagatcctttgatcttttctacggggtctgacgctcagtggaacgaaaactcacgttaagggattttggtcatgagattatcaaaaaggat
cttcacctagatccttttaaattaaaaatgaagttttaaatcaatctaaagtatatatgagtaaacttggtctgacagTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGT
TCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTC
ACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTG
CCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTC
ATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAA
GTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACC
AAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATC
ATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTT
TTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATactcttcctttttca
atattattgaagcatttatcagggttattgtctcatgagcggatacatatttgaatgtatttagaaaaataaacaaataggggttccgcgcacatttccccgaaaagtgccacctgGGTCCTTTTCATCACGTGCTATAAA
AATAATTATAATTTAAATTTTTTAATATAAATATATAAATTAAAAATAGAAAGTAAAAAAAGAAATTAAAGAAAAAATAGTTTTTGTTTTCCGAAGATGTAAAAGACT
CTAGGGGGATCGCCAACAAATACTACCTTTTATCTTGCTCTTCCTGCTCTCAGGTATTAATGCCGAATTGTTTCATCTTGTCTGTGTAGAAGACCACACACGAA
AATCCTGTGATTTTACATTTTACTTATCGTTAATCGAATGTATATCTATTTAATCTGCTTTTCTTGTCTAATAAATATATATGTAAAGTACGCTTTTTGTTGAAATT
TTTTAAACCTTTGTTTATTTTTTTTTCTTCATTCCGTAACTCTTCTACCTTCTTTATTTACTTTCTAAAATCCAAATACAAAACATAAAAATAAATAAACACAGAGTA
AATTCCCAAATTATTCCATCATTAAAAGATACGAGGCGCGTGTAAGTTACAGGCAAGCGATCCGTCctaagaaaccattattatcatgacattaacctataaaaataggcgtatcacga
ggccctttcgtc

B
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S3-2 ATGd5 2 GT

ATGd5 yCLuc RNA

cDNA TDH3-40

yCLuc+100c PCR DNA DNA

DNA RAK21803 TDH3p-1c yCLuc+1

PCR BY4741 SD-U

DNA TDH3-242 yCLuc+399c

RT-PCR DNA PCR

ATGd5 RT-PCT

TDH3 3 10 yCLuc 5 15 Colony 1-

6 8 ScQCR10i ATGd5 DNA

5 ATGd yCLuc 5 15

AA ScQCR10i

- ATGd5 DNA RT-PCR

-10 TDH3p -1 QCR10i +1 yCLuc +15
| | |                                                             | |             |

ScQCR10i AACAAACAAA GTAAGTATCCTATCATATTATGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACAG ATGAAGACCTTGATC
AA M  K  T  L  I

ATGd5 ca AACAAACAAA caAAGTATCCTATCATATTAaGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACAG ATGAAGACCTTGATC
Colony 1 AACAAACAAA CAAA----------------------------------------------------------- ATGAAGACCTTGATC
Colony 2 AACAAACAAA CAAA----------------------------------------------------------- ATGAAGACCTTGATC
Colony 3 AACAAACAAA CAAA----------------------------------------------------------- ATGAAGACCTTGATC
Colony 4 AACAAACAAA CAAA----------------------------------------------------------- ATGAAGACCTTGATC
Colony 5 AACAAACAAA CAAA----------------------------------------------------------- ATGAAGACCTTGATC
Colony 6 AACAAACAAA CAAA----------------------------------------------------------- ATGAAGACCTTGATC
Colony 8 AACAAACAAA CAAA----------------------------------------------------------- ATGAAGACCTTGATC
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-10 TDH3p -1 QCR10i +1 yCLuc +15
| | |                                                             | |             |

ScQCR10i     AACAAACAAA GTAAGTATCCTATCATATTATGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACAG ATGAAGACCTTGATC
AA                                                                                       M  K  T  L  I

ScQCR10i3 Ac AACAAACAAA GTAAGTATCCTATCATATTAaGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACAc ATGAAGACCTTGATC
Colony 1     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 2     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 3     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 4     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 5     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 6     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 7     AACAAA---- --------------------------------------------------------------- ------ACCTTGATC
Colony 8     AACAAACAAA aacaccaagaacttagtttcgaataaacacacataaacaaacaaaactgtccatacgaaccag acccaccgaacac
Colony 9     AACAAACAAA -----------------------------------------------------------ACAC ATGAAGACCTTGATC

ScQCR10i3 tG AACAAACAAA GTAAGTATCCTATCATATTAaGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACtG ATGAAGACCTTGATC
Colony 1     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 2     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 3     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 5     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 7     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 8     AACAAACAAA --------------------------------------------------------------- ------ACCTTGATC
Colony 4     AACAAACAAA GTAAGTATCCTATCATATTAAGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACTG ATGAAGACCTTGATC
Colony 6     AACAAACAAA GTAAGTATCCTATCATATTAAGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACTG ATGAAGACCTTGATC

S3-3 3 -AG yCLucCDS AG

ScQCR10iATGd3 3 ScQCR10iATGd3 3 cDNA

RT-PCR DNA BY4741

RT-PCR DNA S3-2 8 9

DNA DNA

TDH3-242 yCLuc+399c RT-PCR DNA

DNA S3-2

3 3 DNA

- 3 3 DNA RT-PCR
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S3-4 ScQCR10iATGd3 -yCLucG6A 3 -yG6A 3 -yCLucG6A 3 -yG6A

3 -yG6A 3 -yG6A cDNA TDH3-40 yCLuc+100c

RT-PCR RT-PCR DNA BY4741

16 DNA

DNA TDH3-242 yCLuc+399c

RT-PCR DNA 2 PCR

A RNA PCR

3 -yG6A 1-5,7 3 -yG6A 1-6 DNA

3 -yG6A 3 -yG6A RT-PCR DNA

B 3 -yG6A colony 5

yCLuc 5 15 -

3 -yG6A 3 -yG6A DNA RT-PCR

-10 TDH3p -1 QCR10i +1 yCLuc +15
| | |                                                             | |             |

ScQCR10i     AACAAACAAA GTAAGTATCCTATCATATTATGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACAG ATGAAGACCTTGATC
Aa                                                                                       M  K  T  L  I

ScQCR10i
3 Ac-yG6A    AACAAACAAA GTAAGTATCCTATCATATTAaGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACAc ATGAAaACCTTGATC
Colony 1     AACAAACAAA --------------------------------------------------------------- --GAAAACCTTGATC
Colony 2     AACAAACAAA --------------------------------------------------------------- --GAAAACCTTGATC
Colony 3     AACAAACAAA --------------------------------------------------------------- --GAAAACCTTGATC
Colony 4     AACAAACAAA --------------------------------------------------------------- --GAAAACCTTGATC
Colony 5     AACAAACAAA --------------------------------------------------------------- --GAAAACCTTGATC
Colony 7     AACAAACAAA -----------------------------------------------------------ACAC ATGAAAACCTTGATC

ScQCR10i
3 tG-yG6A    AACAAACAAA GTAAGTATCCTATCATATTAaGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACtG ATGAAaACCTTGATC
Colony 1     AACAAACAAA --------------------------------------------------------------- ATGAAAACCTTGATC
Colony 3     AACAAACAAA --------------------------------------------------------------- ATGAAAACCTTGATC
Colony 4     AACAAACAAA --------------------------------------------------------------- ATGAAAACCTTGATC
Colony 6     AACAAACAAA --------------------------------------------------------------- ATGAAAACCTTGATC
Colony 2     AACAAACAAA -----------------------------------------------------------ACTG ATGAAAACCTTGATC
Colony 5     AACAAA---- -------------------------------------------------------------------------------

B

-yG6A 

-yG6A 

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16

500
600
700
800

500
600
700
800

A
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GTAAGTATCCTATCATATTATGTGAGCTAGAACCGAATTAGTATACTAACATTTATAATACAGWT

GTAAGT-------------------------------------TACTAACATTTATAATACAG7-43d
QCR10

DID4

GTATGTTGTTCTGTATTTGGATCAGTTATTTTAGTGAACATACTAACGTTAATTATTTGAGTTTTTAGWT

GTAaGTTGTTCTGTATTTGGATCAGTTATTTTAGTGAACATACTAACGTTAATTATTTGAGTTTTTAGT4a

GTAaGT----------------------------------TACTAACGTTAATTATTTGAGTTTTTAGT4a7-40d

Origin Name Sequence

|--------|---------|---------|---------|---------|---------|---------|----|
10        20        30        40        50        60        70   751

AML1
GTAAGTACAGGATATTTTCAACACAGTAACGTAGAATTACTAACTAACACGAAACTTAATAGWT

GTAAGT-------------------------------TACTAACTAACACGAAACTTAATAG7-37d

PCC1
GTAAGTAGAAGCAGTTTTTCAATGGGAAGACCGCACTGCATAGTTTACTAACTATTTAAACTTTCCAAACATTAGWT

GTAAGT---------------------------------------TACTAACTATTTAAACTTTCCAAACATTAG7-45d

TAN1

GTATGTCTGTCTGCACACGAATTAGAGTTCTTTAAGTACTAACGATCAAAAGTAATAGWT

GTAaGTCTGTCTGCACACGAATTAGAGTTCTTTAAGTACTAACGATCAAAAGTAATAGT4a

GTAaGT------------------------------TACTAACGATCAAAAGTAATAGT4a7-36d

RUB1

GTATGTTCATTCAGTGGTTAATTATCTTTTAAGTTTATTTACGTTTTTGAGACCTTACTAACGACCAGGATAGWT

GTAaGTTCATTCAGTGGTTAATTATCTTTTAAGTTTATTTACGTTTTTGAGACCTTACTAACGACCAGGATAGT4a

GTAaGT-------------------------------------------------TACTAACGACCAGGATAGT4a7-55d

POP8

GTATGTATATTTTTGACTTTTTGAGTCTCAACTACCGAAGAGAAATAAACTACTAACGTACTTTAATATTTATAGWT

GTAaGTATATTTTTGACTTTTTGAGTCTCAACTACCGAAGAGAAATAAACTACTAACGTACTTTAATATTTATAGT4a

GTAaGT--------------------------------------------TACTAACGTACTTTAATATTTATAGT4a7-50d

AIM1

GTATGTATTTTGTCCTAGTTCAGTGGCCAAAACTAATAATAGGATATAGTTACTAACACCGTCTACTGAAAGCAGWT

GTAaGTATTTTGTCCTAGTTCAGTGGCCAAAACTAATAATAGGATATAGTTACTAACACCGTCTACTGAAAGCAGT4a

GTAaGT--------------------------------------------TACTAACACCGTCTACTGAAAGCAGT4a7-50d

S3-5 3-12

3-12 T4a

- 5

5 -SS 3 -SS BPS
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g c
No intron

g c
ScQCR
10i

g c
7_44d

g c
7_46d

g c
51-58
at 4

g c
51-58
rand

g c
51_52d

g c
BPt

7-43d (m)

g c
No intron

g c
ScQCR
10i

g c
-

g c

7-43d (m)

No intron
g c

ScQCR
10i

g c
-

g c g c g c g c

7-43d (m)

No intron ScQCR
10i

m51_56d m51_60d
g c g c g c g c

S3-6 ScQCR10i7-43d m

3-13 3-14 7-43d

RT-PCR 2 g; DNA

c; cDNA PCR

yCLuc No intron ScQCR10i
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S3-7 3 IME

3 IME

TDH3p

GAL10 USA_G GAL10

GAL10p core yCLuc A

3

B TDH3p YCp21799

0 100000 200000 300000 400000

TDH3p-yCLuc

Ycp[GAL10p-yCLuc]

ScQCR10i-yCLuc

OpQCR10i-yCLuc

DhQCR10i-yCLuc

CvQCR10i-yCLuc

Pp-ScBPQCR10i-yCLuc
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Sp2-5'4t-ScBPQCR10i-yCLuc

TAN1i-yCLuc

RUB1i-yCLuc

AML4i-yCLuc

DID1i-yCLuc

AIM1i-yCLuc

PCC1i-yCLuc

-210 -1
yCLuc

Intron GAL10p 
core

PCC1i

AIM1i

DID1i

AML4i

RUB1i

TAN1i

S. pombe-5'4t-ScBP

D. melanogaster-ScBP

K. phaffi-ScBP

C. viswanathii

D. hansenii

O. polymorpha

S. cerevisiae

GAL10p core
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In
tro

n+
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L1

0p
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e
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S3-8 5 IME

S. cerevisiae PCC1 POP8 AML1

YCp21799 TDH3p yCLuc IME 5 ca

ATG AaG ATGdel5 ; 5

AaG

3

AML1

ATG ATGdel

0

2

4

6

8

10

12

14

16

18

20

No intron PCC1 POP8 AML1

WT

ATGdel

ATGdel5'ca

No intron

-

10
³R

LU
/O

D

PCC1 POP8 AML1
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