OooooobooooooN-ODOoOooooooogn

ooof oo o't

o0 oo ot o0 g

0000000 oooooQ
0000 0000000000
Mooooooo
M OoOoO0D 000000 00000000000

gooooNOOOOobOooboobboobooooooooboooboooD NODOOoDbO0 4000000
O0C00O000U000000ooooooOo0O0OC0COOO0U0U00UDUDODOooooooooOOOO BONSAIODDOO
0000000 N-OOOOOOOOOO0O00000O0000O0BONSAIODOOOOOOOOODOOOOOOOOO
OO0000O0000OO0OBONSAIOOODODOOOODOOOOOODOOOOODOOOOODOOUOODODOOODOODOO
obooobooooboooobooobooboooboooobobobooboooobooooboooboooon
ubooobooboooboobobooooobooooogaon

Machine Learning Prediction of Amino Acid Sequence Characterization in Protein
N-Myristoylation
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¥ Graduate School of Science and Engineering, Yamaguchi University
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Protein N-myristoylation is the lipid modification in which the saturated fatty acid of 14 carbon number
binds covalently to N-terminal of virus-based and eukaryotic protein. In this study, we suggest an approach to
predict the pattern of N-myristylation signal using the machine learning system BONSAI. BONSATI finds rules
in combination of a alphabet indexings and decision trees. The experiment showed that BONSAI classified the
amino acid according to effect for N-myristoylation and found the rules in the alphabet indexing. In addition,

BONSALI suggested new requirements for the position of amino acid in the N-myristoylation signal.
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