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Summary

The sereening of infectious agents (viruscs, parasites or bacteria) in wildlife provides critical data
regarding not only the presence of pathogens but also the diversity and the natural history of these
microorganisms. The cmergence and re-emergence of diseases which originated from wildlife has
emphasized the necessity for such pathogen assessment for the conservation of endangered animal
populations, controlling the risk on the trade of wildlife or wildlife products, and preventing pathogen from
spilling over ito livestock or human population. In addition, the studics on infectious pathogens in the
natural living great ape (gorillas, chimpanzees, ctc.) populations has clarified the origins of some human
viruses (HIV, HTLYV, etc) as well as raising the concern about cross-specics pathogen transmission between
both hosts owing to the genetic relatedness between great apes and humans. It is also considered that

baseline data can be also useful for a proper management and conservation of the target animals.

1 conducted the surveillance of adenovirus and bocaparvovirus infection in wild western lowland
gorillas in Moukalaba-doudou National Park (Gabon) in order to understand the genetic diversity and the
evolutionary history of these viruses and to investigate possible zoonotic transmission for the case of
adenoviruses. Although adenoviruses are widespread in humans and great apes, the data about the naturally
occurring infections remain rare. On the other hand, the evolutionary study of adenoviruses infeeting great
apes has recently revealed that the /fuman mastadenovirus B (HAdV-B) originated from ancient gorillas and
had experienced several cross-species (ape-ape and ape-human) transmission events. Bocaparvoviruses have
been extensively studied because of their frequent association with respiratory illness and/or and

gastroenteritis in humans. Although some bocaparvoviruses have been detected in non-human primates
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(gorillas and chimpanzees) too, the presence, diversity, and evolution of these viruses are not fully

understood.

1 detected adenoviral genes in fecal samples from gorillas and the local people living around the
national park: the overall prevalence rates of adenovirus were 24.1% and 35.0% in gorillas and humans,
respectively. Sequencing revealed that the adenoviruses detected in the gorillas were members of HAdV-B,
HAdV-C, or HAdV-E, and those in the humans belonged to HAdV-C or HAdV-D. Althcugh HAdV-C
members were detected in both gorillas and humans:, phylogenetic analysis revealed that the viruses
~ detected in gorillas were genetically distinct from those detected in humans. On the other hand, HAdV-B
was clustered with other gorilla adenoviruses together with human and chimpanzee strains, which support the
hypothesis of being a zoonotic virus. The HAdV-E was clustered with the chimpanzee strains. This result
indicates the possibility of an ape-ape transmission of HAJV-E species because chimpanzees have been
reported to be the most probable ancestor hosts of these viruses.

Regarding the bocaparvorirus infection, I detected two gorilla bocaparvovirus strains from 2 infant
gorillas. Both strains clustered with viruses in the species Primate bocaparvovirus 2 (with 86.0%
nucleotide identity to a human bocavirus 2 isolate). The named Gorilla bocaparvovirus 2 (GBOV?2) of this
study is the first non-human primate bocaparovirus within that species. The molecular evolutionary
analyses of primate bocaparvoviruses revealed the presence of inter and intra-species recombination events
which might lead to the emergence of new bocaparvovirus variants in human as well as in non-human
primate population.

The description of several adenoviruses and the identification of novel bocaparvoviruses in wild
western gorillas contribute to a better understanding of the genctic diversity of these viruscs as well as
clarifics their evolutionary processes. Considering the genetic relatedness between gorillas and human, 1
would advisc the surveillance of these viruses in gorillas as well as in humans (tourists, guides, local peoples,
cte.) which potentiafly contact with these animals when eco-tourism, aiming the conscrvation of wildlife, is

promoted.
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