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Parasites and parasitic fauna of lizards have been explored for a long time in the world, particularly in
Europe, Russia and North America, whereas little is known about them in Vietnamese lizards. Considering
that the territory of Vietnam is of special interest from the zoogeographical viewpoint and has a great
richness of the fauna of lizards in the territory, exploration and understanding of the substantial diversity of
lizard parasites in Vietnam are critically important, which may bring more information on the ecological
relationships among lizards and biogreographical history of them in Vietnamese nature. In this thesis, I
focused on nematodes of three categories (Pharyngodonidae, Cosmocercoidae, and Heterakidae) in
Vietnamese lizards to clarify their taxonimical statuses with an aid of phylogenetic characterizations based
on the ribosomal RNA gene (rDNA). Although morphological characters of taxonomic importance have
been refined step by step to identify the species or make a border between different species during a long
history of parasite descriptions, often the range of useful criteria varied by researchers or by observed
parasites. In this sence, nucleotide sequencings provide additional data as well as phylogenetic positions of

observed specimens even if a part of them show exceptional morphological features.

In Chapter 1, I charaterized two nematode species of Pharyngodonidae (Oxyuroidea) collected from
golden geckos, Gekko badenii (syn. Gekko ulikovskii; Sauria: Gekkonidae), which are currently known
only from the highland in the central part of Vietham. Geckos had abundant oxyurid nematodes in the
large intestine with a high prevalence (90%), and based on morphological criteria I identified two new
species, i.e., Pharyngodon duci and Spauligodon vietnamensis, as the 35" and 44™ species assigned for
each genus, respectively. A large number of immature oxyurids dwelled in the large instestine as well,
indicating active and continuous infection with these two oxyurid species occurred among golden geckos.
Records of two new species from an isolated lizard host population stimulate the understanding of their

phylogenetic relationships with congeners, and this point will be pursued in future works.

In Chapter 2, I characterized morphologically and phylogenetically a new Cosmocercoides species, i.e.,
C. tonkinensis, in the scale-bellied tree lizard, Acanthosaura lepidogaster (Squamata: Agamidae), from the
northern and central parts of Vietnam. Currently 19 nomial Cosmocercoides spp. have been recorded,
mainly from amphibian host, and only two species, C. variabilis in North America and C. sauria in South
America, have been recorded from lizards. Therefore, this new species is the third species from reptilian

hosts. The 18S ribosomal rDNA of the new species is almost identical to that of a unique congener C.
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dukae from land snails and slugs in North America. Similarly, between the present new species and C.
pulcher from a toad (Bufo japonicus) in Japan, few nucleotide substitutions were noticed in the 18S to 28S
rDNA sequence including the internal transcribed spacer (ITS) regions. It is needed to collect more
specimens of diverse Cosmocercoides spp. to elucidate the significance of appreciated morphological

criteria with reference to phylogenetic datasets.

In Chapter 3, I observed and compared the morphology of Strongyluris calotis, a heterakid nematode
with cuticular flanges extend from the inner surface of lips, in the large intestine of agamid lizards
(Japalura spp. and Calotes emma) from the Oriental region (Japan, Taiwan and Singapore) by SEM. It was
for the first time to clarify the accurate arrangement of cephalic and caudal papillae in Strongyluris
nematodes. Furthermore, although the species was described as having 10 pairs of caudal papillae in the
previous works, we noticed a pair of united papilla structures and a pair of phasmids in this count of caudal
papillae. When I collected and examined S. calotis specimens from Calotes emma living in the plain forest
at low altitude, and Pseudocalotes brevipes living in the mountainous forest at high altitude in the northern
part of Vietnam, the arrangement of caudal papillae in male worms from the former lizards was found to be
comparable to classical S. calotis specimens, but male worms from the latter lizards did not have a pair of
united papillae but had 10 pairs of independent caudal papillae with a pair of phasmids. Molecular genetic
analyses of the rDNA from worms of the classical S. calotis morphotype from Japan and Singapore and
two S. calotis morphotypes from Vietnam demonstrated absolutely identical nucleotide sequences of 18S
rDNA and 5.8S rDNA with moderate nucleotide diversities in the ITS regions (96.6— 98.5 %) and 28S
rDNA (99.6-99.7 %). These results indicate the usefulness of molecular genetic analyses to know the
relationships among multiple isolates of different origins, particularly when the isolate shows extraordinary

morphological characters.

In Chapeter 4, T tried to clarify the relationships of multiple morphotypes of Meteterakis spp.

(Heterakidae) found in the large intestine of scale-bellied lizards, and identified at least two species.

In Chapter 5, I list up recorded paraites from Vietnamese lizards, which include a total of 45 parasite
species (11 cestode species, 12 trematode species, 18 nematode species, 1 acanthocephalan species, and 3
pentastomida species) of 34 genera in 27 families. These parasites were recorded only from 10 lizard
species in Vietnam. Therefore, we can easily suppose that we know an abosolutely limited number of
parasitic helminths in lizards distributed in Vietnam. More efforts should be paid to understand the real

diversity of parasites in Vietnamese lizards.
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